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What's the same?

We have a quick search on the home page
— can choose object type(s)

Can get query results back in ‘web’ or ‘tab’
format

Gene pages
— multi-sectioned, highly organized
— give ‘teasers’ (e.g., counts); click to get further details.

Database reports
Direct (read-only) database access



What’s Different?

Quick search
— Shows what matched (why did | get this record?)
— Can enter multiple search terms

— Search term semantics varies depending on ‘section’
» |Ds == exact match
* nomenclature == phrase containment
 descriptions == word stemming, boolean combination

— Search help tips, + full search help page
Sidebar

Don’t yet have ‘production’ support for batch queries,
but,

— there’s a prototype
— we’re experimenting with BioMart

MGI User Support - custom queries
Our very nice blue color!



MG

Mouse Genome Informatics
Mouse Genome Informatics (MGI) provides integrated access to data on the genetics, genomics, and biology of the laboratory mouse.

Search for Search for 7 .arch Menus
Enter term(s) or pal .
I;_LF_ EntEf tEfml:Sj ar pElI"t I:If =) tEfm, Use * as 3 W”dl:ard_sto advanced search forms, database reports..
in these sections Ahr Search Tools

All sections

13 in these sections 1es and Markers

Accession IDs

Phenotype/Huma All sections n snotypes and Alleles

Gene Expression

E I Cearch 1ins and Polymorphisms

Arccession 1Ds

IAdvanced search . "
Fhenotype/Human Disease Fecset [1eExpression
Gene Expression K e
What's Mew nmalian Orthology and Comparative Maps
MGI newes and anno M dM . Dat
Jse Maps and Mapping Data
tdditional MG! Too |Advann:ed search for... j
Momenclature, onlim Ise Tumor Biology
Data Submission Probes and Clones
Instructions and tools for submitting your data
References
Help -
User support/documentation, linking to MG Vocabulary Browsers
About MG
MED, GXD, MTE, GO MouseBLAST

Search mouse, human, rat, and other sequence data

Other Resources

International Mouse Strain Resource (IMSE)
Searchable database of mouse strains and stocks available worldwide

Mouse GBrowse
Interactive genome map browser

Mouse Phenome Database (MPD)

Baseline measurements on inbred strain charactaristics NIH KOMP -Related Projects
Knock out Repatriation Project
Deltagen and Lexicon Knockout (O] Mice Maorninate knock outs for placement in public repositories
Auailable knockouts and phenotypic data Submit data on knock outs far possible repatriation

Knock Out Mouse Project
KOMP Data Coordination Center
Mominate genes to be knocked out by the KOMP project




hMouse Genome Informatics
MGI Home Help
Search for ¥

—

in these sections

All sections

Gene symbols/names
Accession IDs
PhenotypesHuman Disease
Gene Expression

Gene Ontology

Anatomical Dictionary
Phenotype Ontalogy (MP)

| Advanced search for... j

Search Categories

Al Search Tools

Genes/Markers

Phenotypes/alleles

Strains/Polymorphisms

Expression

Seguences

Cormparative Maps/Data

Mouse Maps/Dats

Mouse Turmor Biology

Probes/Clones

References

wocabulary Browsers
Anatomical Dictionary
Gene Ontolo [E18)]
Human Disease {OMIM]
Phenotype Ontology (MP)
Protein Superfamily

‘2

Search for:

ahr

In these sections: Genes and Markers

Genes and Markers(11)
Searched Nomenclature (symbols, names, synonyms, alleles, and orthologs)

Chr
12
13
6

Unknown
7
Unknown
3
9

Unknown

10

10

cM Genome Coordinates

158.0 36083094-36119976 (-]
74677120-74758311 (-]
13.0 34234092-34247647 (-]

68.0

71.2
31.0 57449522-57501958 (+)

39.0 10658870158-106890244

29.0 106896963-10689334 7

Search Results

Symhbol, Hame
Ahr, aryl-hydrocarbon receptor
Ahrr, aryl-hydrocarbon receptor repressor

Akrib3, aldo-keto reductase family 1, member B3
{aldose reductase)

Aldr2, aldehyde reductase 2

Aldr3, aldehyde reductase 3

Aldr4, aldehyde reductase 4

Aldrs, aldehyde reductase 5

Cypilal, cytochrome P450, family 1, subfamily a,
polypeptide 1

Ta(Sw40-AhrilPoe, transgene insertion 1, Larenz
Poelinger

MyfS, myogenic factor S

Myfa, myogenic factor &

Advanced Genes and Markers Search.

Matching Text

current symbol: Ahr
current symbol: Aher
old symbol: &Ahr-1

old symbol: &Ahr-2

old symbol: Ahr-2

old symbol: Ahr-4
synonym: Ahr-1
human synonym: AHRR

current symbaol: Tg(Sv40-Ahr)1Poe

allele name: targeted mutation 1, Shahragim
Tajbakhsh
allele name: targeted mutation 1, Shahragim
Tajbakhsh
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Gene Detail
symbol AR T

Name | aryl-hydrocarbon receptor
ID | MGI: 103043

Synomyms | Ah, Ahh, Ahre, dioxin receptor, In

Genetic Map | Chromosome 12
18.0 cM
Detailed Genetic Map £+ 1 cM

Mapping data(_36)

sequence Map | -p15.36083094-36119976 bp, - strand

{From MCBI annotation of NCBI Build 36)
Ensembl ContigWiew | UCSC Browser | MCBI Map Wiewer

Mammalian | hurnan; dog, domestic; rabbit, European; rat; hamster, golden  (Mammalian Orthology)
homology | Comparative Map (Mouse/Human Ahr £ 2 cM)

SelUences  Representative Sequences

[~ genomic 11622 NCBI Gene Model | MGI Sequence Detail
[~ transcript MNM_013464 RefSeq | MGI Sequence Detail
[~ polypeptide QER455 UniProt | EBI | MGI Sequence Detail

For the selected sequences | download in FASTA format »|  Go

All sequences(F1)
Phenotypes |All phenotypic alleles{10) : Targeted, knock-out({2) Targeted, other(4) Other(4)

Tour Input welcome

Momendature History

-
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- — =
TEocoBBuwiss
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e aRavyi
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& b oo & oo oo o
- [a¥] (o) -+ uw o [
chriz
3s00k | 36100k 36110k
MM_0d 3464_MGT s 105043 _Ahr
MGEI Mouse GErowse
Length Strain/Species Flank
36883 C57BL/E] + |0 Kh

5485 C57BLfE
283 Mot Applicable

Homozygotes for null or hypomorphic alleles do not respond to cyclic compounds {e.g., diozin) and are resistant to their teratogenic
effects. Depending on the allele, null mutants may also have liver defects, impaired female fertility, neonatal or postnatal lethality, and

spleen abnormalities,

Pohmnorphisms PCR(1) SNPs within 2kb(128)

Gene Ontology | Process apoptosis, cell cycle...

(GO} | Component cytoplasm, nucleus...
classifications | Function DMA binding, ligand-dependent nuclear receptor activity...
All GO classifications(22)

Expression | Theiler Stage 2,2,16,17,20,21,22,28  Tissues(47)

Assay Type Fesults(21) As5ays(a)
RET-FCR 17 2
EM& in situ 64 2

GxD literature index(10) cOMNA source datalla)

Other database |DFCI/TIGR TC1602896, TC1618782, TC1740581
links |Entrez Gene 11622

Protein | Interpro I0 Description
domains | 1ppnnnp14 pas
IPROODOZ00 PAS-associated, C-terminal
IPROD106GF Muclear translocator



2 Mammalian Phenotype Browser

Term Detail
WP term: ahnormal vascular regression
SYNONYI abnormal vascular remodeling
P 1d: MP:0000364
Definition premature regression or persistence of vessels programmed to regress and/or loss of vessels not programmed to
regress
HMumber of paths to 2

tert:

Tdenotes an '15-a' relationshp
Ddenotes a 'part-of relationship

Phenotype Ontology
Teardiovascular system phenotype
Dabnormal cardiovascular system morphology
Tabnormal cardiovazcular development
Dabnormal vascular development
Tabnormal anmooenesis

Dabnormal artery development +

Tabnormal vascular branching morphooenesis +

@abnormal vascular regression [WMEQOQ0264] 130 sencivees, 31 annolations)
Tpatent ductus artertosus
Opatent ductus venosus

Tabnonmal vein development

Ddecreased ansiogsenesis
Mincreased anmogoenesis




MG

Mouse Genome Informati

Mouse Genome Informatic

Search for
Enter term(s) or part of a term
in these sections
All sections

Gene symbols/narmes
Accession IDs
Phenotype/Human Disease
Gene Expression

IAdvanced search for...

What's Mew

MGl news and announcements

Additional MG| Tools and Lir

Momenclature, onling books, E

Data Submission
Instructions and tools for subm

Help

User support/documentation, i

About WG|
MGD, GXD, MTE, GO

Other Resources

International Mouse Strain Rest
Searchable database of mous:

Mouse Phenome Database (MF
Baseline measurernents on inl

Deltagen and Lexicon Khockou
Awailable knockouts and pher

Search for

o

Enter termis) ar part of a term, use * as a wildcard.

in theze sections

All sections

Gene Expression

Gene symbols/nam
Accession |Ds

Fhenotype/Human Disease

“ oearch I

Feset

|Advanced search far...

Genes/Markers
Fhenotypesfalleles
W SMPs
¢ BFLP/FCR FPolymorphisms
trains

Adg
Y COrthology
Chxtard Grid

Diat

—— Expression Data
N cDNA Clones
Expression Refs
Hel
U Linkage Maps
Cwto hdaps
AbC Physical tMaps
i hMapping Data
tapping Fanels

Adhvanced search for...

| lists, fip server, prototypes. ..

your data

o to MGIL..

boratory mouse.

reports. .

parative Maps

sequence data

it in public repositories
isible repatriation

t by the KOMP project



MGY

Mouse Genome Informatics

Mouse Genome

genomics,

ics (MGI) provides il
and biology of the laboratory mouse.

access to data on the genetics,

Search for

Enter term(s) or part of a term, use * as a wildeard.| | jns to advanced search forms, database reports

2|Search Menus

All Search Tools

(searcn | ©€NES and Markers

Reset) | Phenotypes and Alleles

Advance:

Strains and Polymorphisms
d search for.

Gene Expression

MG news

Data Submission
—inchnuctinne and tools for s

Sequences
ian Orthology and

and announcements Maps

................... sing Data
.

Mouse Tumor Biolo

Probes and Clones

An experimental prototype
for batch querying.

Additional MGI Tools and Links

Downloads
& Database Reports
MiGI Data and Statistical Reports
o FTP Server
& Gene Expression Motebook
Qrganize and store your expression data and submit selected
datz o the Gene Expression Database

Prototype Tools and Resources
Try hew tools, check upcoming refeases, send feedback

Conline Books
Electronic versions of Leg Silver's Mouse Genetics and ather ey
out-of-print books

Nomenclature
¢ Mouse Momenclature Main Page
MGT s the official site for moLse hormenclaiure & maintains
official symbol B harne desighations for genes, alleles, strains
¢ Momenclature Guides (full):
B Genes/MarkersfAlleles/Mutations
B Mouse Strains
B Chromosome Aherrations
& Momenclature Guides (abbreviated):
B Genes
B Alleles and Mutations
¢ International Committee on Standardized Genetic
Nomenclature for Mice

Data and Momenclature Submissions
How fo contribute vour data

Heln
Cormunity and software resources, docurmentation, glossary, quick

guide .,

Research Cornrmunity E-mmail Lists
Moderated E-rnall Ntz with archives, inciuding mmol-iist

Gene Family Information
Curated gene families with members from mouse, hurman, and rat

Contributed Data Sets and Tools
Contributed data not directly integrated into the MG database and
contributed tools for manipuwlating data

Community Links
< Lseful Links
Mouse-related Information, animal resources, and other
marnmal and mode! organisim links
< Trans-KNIH Mouwse Initiative
Phenotypes and Mutants Community Resources
< Sources for clones
Where to get cOMNA and gernormic clones
< IMSE (Find Mice)
Mouse Phenome Database Moo

< BLAST whole genome mous *
Elast the mouse gehome Dave WaltOn

b=

b=




Prototypes

Gene/Marker Batch Query

ﬁ‘;g)\ Posted.07/21/2006 s
' - Protutypes Prototype TTEL: hitpfprote. informatics. {ax. crgfb atchwiindex. do Modified: 01/08/2007 Trou
. M Cl “" Developed by: Dave Walton Data: today Welcome

Ohbtain bulk data about genes in MGI, given a set of input TD's.

Vlad - Visual. Annotation Display

Posted:01/0%/2004 Tour
Prototype TTRL: fprototypesivlad-1.02 Modfied: 04/15/2005 it
Developed by: Joel Richardzon Data: today L -
Analyais and Graphical Display of GO Annotations
\ PLAD - Positional. candidate Analysis Display
Posted:0372%/2004
Tour
" Prototype TEL: fprototypesiplad Tnput
Pl "l a D Developed by Carol Bult, Ben King, Brad Witham T
Pomidional, candidale . . .
Aualyais Display In silico posttional candidate analysis tool
_ GO Tools Page
W Posted:01/09/2004 .~
: — Protutypes Prototype TTEL: fprototypes/GOToolsiweb-docs Tnput
:M Cl “" Deweloped by Mlary Dolan L T—
WG GO Term Finder, GO Slim Chart Tool, and other stuff
_ GOgraphEX - GO Graphical Explorer
IW Posted:10/11/2005 e
: ~ Prﬂtﬂtypes Prototype TTRL: fprototypes/ GO graph EXS
M G I"' Developed by: Mary Dolan T

Visualization of GO and GO annotations in a graphical context.



L essons Learned

Mostly, the same as everything being said
today...

Simple is good (but hard!)
— quick search accounts for > 95% of all queries
— by FAR, people access gene pages

Google searching is of limited value
— order of results is ‘random’ (to the biologist)

User testing is important
Users LOVE the short gene descriptions

— unless they disagree with it

Going forward, bulk queries are critical
— denormalization is inevitable
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Help

MG Home

? Genes and Markers Query Form

Search for genes and markers by name, location, GO terms, protein domains, ete,

b

Search for

E—

in these sections

All sections

Gene symbols/names
Accession IDs
Phenotype/Hurnan Disease
Gene Expression

Gene Ontology

Anatormical Dictionary
Phenotype Ontalogy (MP)

| #dvanced search for... j

Search Categories

Al Search Tools

Genes/Markers

Phenotypesialleles

Strains/Polymorphisms

Expression

Segquences

Cormparative Maps/Data

Mouse Maps/Data

Mouse Turnor Biology

Probes/Clones

References

Wocabulary Browsers
Anatomical Dictionary
Gene Ontology (GO}
Hurman Disease (QMIM)
Phenotype Ontology (MP)
Protein Superfamily

MouseBLAST

Mouse GBrowse

IMSR (Find Mice)
Tools and Links

Citing These Resources
Funding Information
Warranty Disclaimer

2 Copyright Notice

Send questions and
comments ta User Support,

-;:’lhc
2 ‘ Jackson
A |aboratory
last database update
01/08/2007
MGI 3.51

Search Reset | Spaciy soring and output options balow.
GeneMarker GeneMarker SymbolMame: .
|contains j | search in | current & old symbols/names, synonyms, alleles, orthaologs j
Type:
| Any j
Manp position | Chromosome{s): g
R Map position | Chromosome(sy:
1 5
2
3 &
4
g
Genome Coordinates: g
[between ~|
e.g., "125.618-125.622" Mbp e.q., "A3.3"
Marker range: use cument symbols cM Position:
between | and | between =] |
a.g., betwean "DI19ME32" and “The10" a.g., "10.0-40.07
Gene Ontology (GO} Classifications: :
Gene Ontology | S€ne Ontol : (GO) [ Molecular Function
classifications ICD' contains j ||‘|I_|I:|ELIS

Browse Ge

interPro pr Browse Gene Ontology (GO0

Protein domains

Browse InterPro protein dormains

PhenotypeHuman Dis| PhenotypeHuman Disease:

SoierSarcent Enter any combination of phanctype torms, disease terms, or IDs

Mouse phenotypes &
mouse models of

N Biological Process
v cCellular Component

human disease
glucose

Select Anatomical Sv:
Browse Mammalian PJ

Clone Collection:

Clone collection . . . .
Search for markers associated with clones in these collections

IMAGE
MGC
MNIA
MIA 15K

More information on clone collecHons

Sortingand | Sortby: ™ Momenclature © Genome Coordinates

Sorting and |5t L
output format |y output format | Maximum returned: [so0 ' no limit
L Output: £ 'web iy
Search Reset |
Search Reset | Tab-delimited

Tab-delimited to ftp site

I"r-

" M Position



o Genes and Markers

Gueny Fesults -- Summary

You searched for..
Chromosome: equals 7
Gene Ontology Term(s): contains rucleus searching Cellular Component

Phenotypes/Diseases: contains ghecose searching MP terms, synonyms, [Ds, and notes, disease terms, synonyms, and IDs
Sort: by Nomenclature
Display Limit: equals 500

8 matching items displayed

Chr cM Genome Coordinates Symbol, Hame
(strand)
MO Biid 36
7 12.0 34828063-34830688 (+) Cebpa, CCaaT/fenhancer binding protein (C/ERBP], alpha
7 42.6 S4461344-344831937 (-] Eah, fumarylacetoacetate hydrolase
7 63.0 120953601-120057386 (-] Fafr2, fibroblast growth factor receptor 2
7 101696482-101711897 (-] Inppll, inosital polyphosphate phosphatase-like 1
7 69.1 1424858051-142489098 {-) Ins2, insulin II
7 33.0 FO0226952-70240235 (-) Mr2f2, nuclear receptor subfamily 2, group F, member 2
7 50.0 101692311-101696550 (+) PhoxZa, paired-like homeobox 23
7 29.0 S9252064-59284054 (-) Snrpn, small nuclear ribonucleoprotein N



house Genatme Infarmatics

MGI Home Help

Search for 2

—

in these sections

all sections

Gene symbols/names
Accession IDs
PhenotypesHuman Disease
Gene Expression

Gene Ontology

anatomical Dictionary
Phenatype Ontalagy (MP)

I.ﬁ.dvanced search far... -]

Search Categories

Al Search Tools
Genes/Markers
Phenotypesfalleles
Strains/Polymorphisms
Expression

Seguences
Caorparative Maps/Dats

Mouse Maps/Data
Mouse Tumor Biology

Il e | e el T

Probes/Clones wvocabulary Browsers
References 5 —
PE AR ErEEEs Snatomical Dictionary

Anatomical Dictionary Gene Ontology (GO 4—
Gone oAt @Ry Human Disease (OMIM)
Phenotype Ontology (| Phenotype Ontology (MP)
Protein Superfamily : -
Protein Superfamily

MouseBLAST

Mouse GRrowse

IMSR (Find Mice)

Tools and Links




GO Browser

Browse the Gene Ontologies

Maolecular Function

Biolomcal Process

_elllar Component

Search the Gene Ontologies

Enter any text string or fiull GO accession mumber (nclude "GO prefix)

Query: |
Ontology: v Molecular Function v Biological Process v Cellular Component

=earch | Feset |




) Gene Ontology Browser

Term Detail
30 term ligand-dependent nuclear receptor activity
SYNONYI nuclear hormone receptor
30 id: GO:0004879
Definition: A ligand-dependent receptor found in the nucleus of the cell.
Cotmimnents Note that this term represents a function and not a gene product. Consider also annotating to the molecular function

term 'transcription regulator activity ; GO:0030523".

Number of paths to
term: 1

Odenctes an '1s-a' relationship
@Bdenctes a 'part-of relationship

Cene Cntology
Tmolecular function
Mgignal transducer activity
Treceptor activity
Tadvanced glycation end-product receptor actinty
Talpha-2 macroglobulin receptor activity
Tapolipoprotein receptor activity +
Daryl hydrocarbon receptor actvity
Tooreceptor actvity +

Deorhicotropin-releasmg hormone receptor actrnty

Odmuretic hormone receptor achvity
Thigh molecular weight B cell srowth factor receptor actrnty
Omositol- 1.4 5-tnphosphate receptor actrnty

Mleucolamn receptor actrnty
Whoand-dependent nuclear receptor actiaty [GO:0004879] (48 genes, 106 annotaiions)
Duwvenile hormone receptor actviby

Dretinoic acid receptor achvity +

Wsteroid hormone receptor actvity +
Tthyroid hormone receptor activity
Mitarnin D3 receptor activity
Tneurotransmitter receptor activity +
Tneurotrophin receptor activity
Tpattern recognition receptor activity +
Tpeptide receptor activity +
Tphorbeol ester receptor activity +
Tphotoreceptor activity +
Treceptor porin activity
Ttransmetmbrane receptor activiby +
Ol -plasminogen activator receptor activity




¥

Gene Ontology Annotations

106 matching items displayed

Searched Term: ligand-dependent nuclear receptor ackivity

Symbol, Hame
ahr, aryl-hydrocarbon receptor

&, EIFIdI’DQEFI receptor

Ar, androgen receptor

E=rl, estrogen receptor 1
E=rl, estrogen receptor 1
E=rl, estrogen receptor 1

E=rZ, estrogen receptar 2

m

alpha)
alpha)
alpha)
beta)

T

sr2, estrogen receptor 2 (heta)

E=rra, estrogen related receptor, alpha
Estra, estrogen related receptor, alpha
E=srrb, estrogen related receptor, beta
Estrh, estrogen related receptor, beta
Esrrg, estrogen-related receptor garmma
Esrrg, estrogen-related receptor gamma

Hrf4a,
Hnf4a,
Hnf4aq,
Hnf4q,
Nrobi,
Nrob1,
Nrob2,
Nrob2,
Nridz,
Nridz,
MridZz,

hepatic nuclear factor 4, alpha

hepatic nuclear factar 4, alpha

hepatocyte nuclear factor 4, gamma

hepatocyte nuclear factor 4, gamma

nuclear receptor subfamily O, group B, member 1
hiuclear receptor subfamily O, group B, member 1
nuclear receptor subfamily O, group B, member 2
nuclear receptor subfamily O, group B, member 2
nuclear receptor subfamily 1, group O, member 2
nuclear receptor subfamily 1, group O, member 2
nuclear receptor subfamily 1, group O, member 2

Chr

e e e S e T = = =
P RO g kRO 3O 3O = [

B = Sh R T T R L Y o B e

o o
o

Cuery Results - Summary

Annotated Term
ligand-dependent nuclear receptor activity

androgen receptor ackivity

steroid hormone receptor achivity
estrogen receptor activity
ligand-dependent nuclear receptor activity

steroid hormone receptor achivity

ligand-dependent nuclear receptor activity

steroid hormone receptor achivity

ligand-dependent nuclear receptor activity

steroid hormone receptor ackivity

ligand-dependent nuclear receptor activity

steroid hormone receptor ackivity

ligand-dependent nuclear receptor activity

steroid hormone receptor ackivity

ligand-dependent nuclear receptor activity

steroid hormone receptor ackivity

ligand-dependent nuclear receptor activity

steroid hormone receptor ackivity

ligand-dependent nuclear receptor activity

steroid hormone receptor ackivity
ligand-dependent nuclear receptor activity

steroid hormone receptor ackivity
ligand-dependent nuclear receptor activity

steroid hormone receptor ackivity
thyroid hormone receptor activity

Category Evidence Refi{s)

M M M M M M M M M T T M T T T M T T T M M T M M T

IDA
DA
IEA
IS5
IDA
IEA,
IEA
IEA,
IEA
IEA,
IEA
IEA,
RC&
FC&
IEA
IEA,
IEA
IEA,
RCA
IEA,
RCA
IEA
IEA
IEA
IEA

—

1477

/8409, 1:91599

u!_lu!_lu!_l!_l!_l!_l!_l!_l!_l!_l!_l!_l!_l!_l!_l!_l!_l!_luu

172247
1113710
1194477
172247
172247
172247
L FE2ay
172247
L FE2Ey
172247
1199680
1199630
I FE2ay
172247
I FE2ay
172247
1:80000
172247
120040
172247
172247
172247
172247



house Genatme Infarmatics

MGI Home Help

Search for 2

—

in these sections

all sections

Gene symbols/names
Accession IDs
PhenotypesHuman Disease
Gene Expression

Gene Ontology

anatomical Dictionary
Phenatype Ontalagy (MP)

I.ﬁ.dvanced search far... -]

Search Categories

Al Search Tools
Genes/Markers
Phenotypesfalleles
Strains/Polymorphisms
Expression

Seguences
Caorparative Maps/Dats

Mouse Maps/Data
Mouse Tumor Biology

Il e | e el T

Probes/Clones Yocabulary Browsers

References ; e

T R Anatomical Dictionary
Anatomical Dictionary ET=Tal=] I:lr'|1:I:I|I:II:.|'I.I' fG':":l

Sone omoom BChw Human Disease (OMIM]
Phenotype Ontology (1 I:'hEr'IEIt"."DE ':'f'ItI:Ih:II:I'I,I' “._qp':l 4_
Protein Superfamily : =

Protein Superfamily

MouseBLAST

Mouse GRrowse

IMSR (Find Mice)

Tools and Links




? Mammalian Phenotype Browser

? Mammalian Phenotype Browser

Search-
Enter any 1

Query:| §earch the Mammalian Phenotype Ontology

Ddenotes ;

@denotes Liter any text string or full MP accession number (include TP prefis)

p}ﬁQ“Er}’il =mearch | Reset |

Ddenotes an '1s-a' relationship
Ddenotes a 'part-of' relationship

Fhenotype Ontology [RIE-OOO0001] 12030 cenatypes, 77002 annoiations)
Tadipose fizsue phenotype +

Thehanormeurological phenotype +
Deardiovascular system phenotype +
Deellular phenotype +

Deratiofacial phenotype +
Ddizestivel/aimentary phenotyipe +
Dembryosenesis phenotype +

Tendocrmelexocnne oland phenotype +

Tnormal phenotype +

@other phenotvpe +
Tpigmentation phenotype +
Trenalfunnary system phenotype +
Treproductive system phenotype +
Trespiratory system phenotype +
Tzkeleton phenotype +
Uskin/coat/nals phenotype +
Ttastefolfaction phenotype +
Ttouchiwbrissae phenotype +
Ttumongenesis +

Trsionfeye phenotype +




9 Mammalian Phenotype Ontology Annotations

Cluery Hesults - Summary

30 genotypes with 31 annotations displayed

Searched Term: abnormal vascular regression

Allelic Composition

(Genetic Background) Annotated Term Reference
ﬂhrtmlBrafﬂhrtmlBra
g gt atent ductus venosus 194465

(involves: 129515y * 129x1,/5v]) = -
ﬂhrth.lBrafﬂhrth.lBra
ToiTek-crell12Flv/0 patent ductus venosus 1104388
(B6.Ca-ahrt™=18ra To(Tak-cre)12Flv)
ﬂhrthBrafﬂhrthBra
iarcact e atent ductus venosus 194465
(involves: 129/Sy * C57BL/G] * DBASZ) - EEEEE
.ﬁ.ridSbtmiTakE_.l".l':".rid3btm1TakE

) abnormal vascular regression 1:108390

(B6.Cg-AridabtmiTake; r——
'&rnttmlﬁrafﬂrnttmlﬁra
e p— atent ductus venosus 1194465
(involves: 129/5y) . e
A ltmlﬁl"arfﬂte ltmlﬁl.'ar ]

- . === ) abnormal vascular regression 177750
(either: {involves: 12951/5y) or (involves: 129515y * CS7RLAED) 4 " .
&tmmridmlwk abnormal vascular regression 1:93125
(either: {involves: 129x1/5v] * Black Swiss) ar (involves: 129x1/Sy] * C57ELEI 2SS e
DHA'trnlJr‘tJ.rD”AItml_lr‘t ’ | | ]

: . ahnormal vascular regression 1193157
(involves: 12951/Sy * 129x1/Sy] * [CR) 4 I
(D o s iy .

e abnormal vascular regression 1:94740

(involves: 120 * CS7BL/A) 4 sl

Flts tmn 1A|i.l|l'|:|t/‘! trndali .

— — abnormal vascular regression 1:50761

(Mot Specified) 4 T
trnlBlh trnlBlh

i /EQRCL patent ductus arteriosus 157677

(involves: 12956/SvEvTac * Black Swiss)




Allele

SYynomInms

Allele details

Gene
information

Phenotypes

Phenotypic Allele Detail

Symbol: Ahrtn'llBI‘a
Mame: targeted rutation 1, Chris Bradfield
ID: MGI: 1857427

&hr”, Ahrko

Allele Type: Targeted (knock-out)

Strain of Origin: { 129%1/5v] ¥ 12951/5v)F1-Kitl
ES CellLine: R1

ES Cell Line Strain: (129%1/5v] » 1295 1/5vIF1-Kitl T
Mutation: Disruption caused by insertion of vector

Tour Input Welcome

A neomycin selection cassette replaced a genamic fragment containing exon 2, which encodes the basic-HLH domain essential for dimerization and DA binding.

western blot analysis on liver cytosol dermonstrated that the protein was not detectable in hormozygous mice, (2:.33827)

International Mouse Strain Resource: (Search for IMSRE strains with &hr mutations)
References and Additional Notes: (See Below)

Sythbol: Ahr

Mame: aryl-hydrocarbon receptor

Chromosome: 12

Genetic Position: 12.0 ciM

Genome Coordinates: Chrl12:36083094-36119976 bp, - strand (From NCBI annotation of MCBI Build 26
Human Ortholog: 2HF

Phenotypic details for all genotypes that include at least one Ahr'™ 5 allele

Genotype
Phenotype = = =
Allelic Composition Genetic Background
Go Tao ARptOLBrE . IR jnyolves: 1295175y * 12941/ 5]
5o To g EmlBra, ., En1Brsinvalves: 12951/5e * 129H1/5u] * CSTELIE
Allelic Composition Genetic Background

phmlBra, ., mlBralinyalves: 12951 5e * 129K1 5]

cardiovascular system
patent ductus venosus (94455)

< 3 patent ductus venosus (shunting blood around the liver) was seen in all mutants

 exposure to non-teratogenic cancentration of dioxin on E158.5 did not result in cdosure of the dudus venosusz in any mutants unlike in Ahr

hormozygotes

endocrine/exocrine glands
abnormal gvarian folliculogenesis (820283, L83527)
< reduced nurnbers preantral and antral follicles (7:82983)
< noincrease in atresia relative to wild type [(7:82983)

trn3Bra

< increased number of primmordial follicles relative to wild type at 2 to 2 days of age, similar nurmbers were observed in both mutant and wild type ovaries

between 2 and 52 days of age (7:83527)
< reduced nurnbers preantral and antral follicles at 53 days of age (7:83527)
decreased number of corpora lutes (L83527)
< fawer carpora lutea by 45 days of age

small ovary (RE228.3)




Gene/Marker Batch Query Prototype

Upload a batch of IDs to get back associated gene data from MGI. Results may be in web or tab-

delimited format. Help
Input Enter list of IDs: or Upload a file of IDs:
IDs ——
ﬂ | Choose File | no file selected
MM_009866 ; .
NM_178757 F”ETWE' . —
NM_ 011443 * tab-delimited (_ comma separated
NM_008453 Column Containing IDs: 1
MNM_008453
J
Input ID typem
——————
Output | Gene/Marker data to return:
Gene Attributes:
| Lene ALLAD
< T Momenclature E Genome Location E E —
— Ensembl ID Entrez Gene 1D D
Additional Information:
— — — ) GenBank 1D

Gene Ontology (GOY Mammallan Phenotype (MP) MGI Allele 1D

) RefSNP 1D T uniProt 1D ' None

—

_—
Format: = web =
[Format: (wes %>

i i T j 1
| Search | | Reset |




NM_025860

MGI:1914192

Ddx18

DEAD (Asp-Glu-
Ala-Asp) box
polypeptide 18

Gene

123381385

123395480

ENSMUSGO0000001674

66942

NM_016749

MGI:1858196

Mybph

myosin binding
protein H

Gene

136009859

136017643

ENSMUSGO0000042451

53311

NM_178632

MGI:1924315

Ints?

integrator
complex subunit
7

Gene

193276377

193323361

ENSMUSGO0000037461

77065

NM_007389

MGL:87885

Chrnal

cholinergic
receptor,
nicotinic, alpha
polypeptide 1
(muscle}

Gene

73364054

73381177

ENSMUSGOD000027107

11435

OTTMUSG000000134

NM_008652

MGI:101785

Mybl2

myeloblastosis
oncogene-like 2

Gene

162746128

162776129

ENSMUSGO0000017861

17865

OTTMUSGO00000011

NM_011443

MGI. 98364

Soxd

SRY-box
containing gene
2

Gene

34841604

34844008

ENSMUSGDO000074637

20674

NM_008727

MGI:97371

Nprl

natriuretic
peptide receptor
1

Gene

90536519

90552265

ENSMUSGO0000027931

18160

NM_008636

MGI:101786

Mtf1

metal response
element binding
transcription
factor 1

Gene

124304408

124351683

ENSMUSGOD0000288590

17764

OTTMUSG000000091



Gene/Marker Batch Query Prototype

Upload a batch of IDs to get back associated gene data from MGI. Results may be in web or tab-delimited

format. Help
Input Enter list of IDs: IDs:
IDs
(| [[Choose File } ~ dnaﬂew
\—
File Type:
() tab-delimited ) comma separated
Column Containing IDs: 1
Input ID tvp@ker\ 3
I
Output | Gene/Marker data to return:

Gene Attributes:

—
@ur& T{’;‘.emme Location T Ensembl 1D >—

Entrez Gene 1D

Additional Information:

P P P

— — — ) GenBank ID
Gene Ontology (GO Mammalian Phenotype (MP)  MGI Allele 1D
) RefSNP ID T unipret 1D * None

Format{  Tab-delimited & |

\

WEGA ID

i . i j 1
| Search | | Reset |




|Input ID MGI Marker ID Symbol MName Marker Type

Chr Strand Start EndBuild Ensembl ID
MGI:97900 MGI:97900 Repl repair of chromatin damage 1

Cene 1 null null null null null
|HEI:1H3532HEI:1H3532ErccE excision repalr cross-complementing rodent
Cene 1 + 44092393 44125806 HCBI Build 36

ENSMUSC00000026048

MGI:1197010 MGI:1197010 Sumol SMT3 suppressor of mif two 3 homolog
Cene 1 - 59583983 59615355 NCBI Build 36
ENSMUSG00000026021

MGI:104517 MGI:104517 ¥Xrcecs X-ray repalir complementing defective repailr
Genea 1 + T2240728 72328156 HCBI Build 36
ENSMUSG00000026187

MGI:1340806 MGI:1340806 Parpl poly (ADP-ribose) polymerase family,
Cene 1 + 182405648 182437928 HNCBI Build 36
EMNSMUSCO0000026496

MGI:97890 MGI:97890 Rads31l RADS]L homolog (5. cerevisiae)
Cene a2 + 118804234 118838886 HNCBI Build 36

| ENSHUSGOO000027323

|MGI:97901 MGI:97901 Rep?2 repair of chromatin damage 2
Cene 4 null null null null null

MGI:99135 MGI:99135 Xpa xeroderma piligmentosum, complementation group A
Genea 4 - 46176447 46217411 HCBI Build 36
ENSHUSGOO000028329

MGI:105128 MGI:105128 Rad23b RAD23b homolog (8. cerevisiae)
Cene 4 + 55371143 55413337 NCBI Build 36

ENSMUSG0O0000028426

MGI:894697 MCI:B94697 Rad541 RADS54 like (S. cerevisiae)
Cene 4 - 115592196 115621622 NCBI Build 36
ENSMUSG00000028702

MGI:1917853 MGI:1917853 Mutyh mutY homolog (E. coli)
Gene 4 + 116305655 116317370 HCBI Build 36

ENSHMUSCO0000028687
MGI:1194912 MGEI:1194912 Ebbpd4 retinoblastoma binding protein 4
Gene 4 - 128809404 128837674 HCBI Build 36

TMaUMTTEAANNANANANSTAIE



Gene/Marker Batch Query Prototype

Upload a batch of I1Ds to get back associated gene data from MGI. Results may be in web or tab-delimited format.

Help
|"|IE:" Enter list of IDs: or Upload a file of IDs:
5
I'_rChm:rs.E File f'l _ dnaRepairGenes.mgi
File Type:
{*) tab-delimited [ ) comma separated
Column Containing IDs: 1
Input ID type: | MGIMarker s
Qutput | Gene/Marker data to return:

Ge

'E' Nomenclature

[l Genome Location 1 Ensembl ID

Additional Information:

) Gene Ontology (GO)/ ) Mammalian Phenotype (MP) ) MGI Allele 1D

!

::} UniProt 1D \_J Mone

| Entrez Gene 1D || VEGA 1D

) GenBank ID

F i L W %
Search Reset




Gene/Marker Batch Query Results

You Searched for...
Number of IDs emere

ID Type: MGIMarker

File Name: dnaRepairGenes.mgi

File Type: Tab Delimited

ID Column: 1

jew Data sets: Nomenclature, GO

886 m)atching items displayed.

~— Nomenclature Gene Ontology (GO)
Input ID MGl Marker ID
Marker
Symbol Mame D Term
¥ Type

MGI:101789 | MGI:101789 | Ligl ligase I, DNA, ATP- Gene | GO:0005524 | ATP binding
- dependent

MGI:101789 |MGI:101789 | Ligl e Gene |GO:0007049 | cell cycle
e dependent

MGI:101789 |MGI:101789 | Ligl ligase I, DNA, ATP- Gene |G0:0051301 | cell division
- dependent

MGI:101789 | MGI:101789 | Ligl e Gene | GO:0003677 | DNA binding
- dependent

MGI:101789 |MGI:101789 | Ligl ligase I, DNA, ATP- Gene |GO:0003910 | DNA ligase (ATP) activity
R dependent

MGI:101789 |MGI:101789 | Ligl ligase I, DNA, ATP- Gene |GO:0006310 | DNA recombination
- dependent

MGI:101789 | MGI:101789 | Ligl ligase I, DNA, ATP- Gene | GO:0006281 | DNA repair
- dependent

MGI:101789 |MGI:101789 | Ligl e Gene |GO:0006260 | DNA replication
e dependent

MGI:101789 |MGI:101789 | Ligl ligase I, DNA, ATP- Gene |GO:0016874 | ligase activity
- dependent

MGI:101789 | MGI:101789 | Ligl e Gene | GO:0000166 | nuclectide binding

dependent

[ T__uALA AT




Gene/Marker Batch Query Prototype

Upload a batch of IDs to get back associated gene data from MGI. Results may be in web or
tab-delimited format. Help

|I'IIIBUI Enter list of IDs: or Upload a file of IDs:
5

CO:0030002 ( Choose File 3 no file selected

File Type:
{*) tab-delimited ) comma separated

Column Containing IDs: 1

Input ID type: | GO +

Output | Gene/Marker data to return:
Gene Attributes:

f Momenclature f Genome Location

EFs-eml::I D EFtrez Gene 1D ‘u’_EGA D
Additional Information:

P P

P P
L o

—_ —_
Gene Ontclegy (GO) Mammallan Phenctype (MP) MGI Allele 1D GenBank 1D
) RefSNP 1D ) UniProt 1D ) None
Format: = Web ¥

T

i A F Y
Search Reset




Gene/Marker Batch Query Results

You Searched for...
Number of IDs entered: 1

ID Type: GO

Return Data sets: Nomenclature, Location

28 matching items displayed.

Nomenclature Genome Location - NCE| Build 36
Input 1D MGl Marker ID Marker
Symbol Mame Chr | Strand Start End
Type
GO:0030902 | MGI:95668 | Gbx2 gastrulation brain | - o |1 |. 91759133 | 91762347
— homeobox 2
GO:0030902 | MGI:95728 | Gli2 GLI-Kruppel family | .0 |1 |- 120661607 | 120881165
I member GLIZ
GO:0020902 | MGI:95388 | Enl engrailed 1 Gene |1 |+ 122430227 | 122435517
pancreas specific
GO:0030902 | MGI: 1328312 | Ptfla transcription factor, | Gene |2 |+ 19363417 | 19365255
1a
GO:0020902 | MGI:107404 | Tbrl T-box brain gene 1 |[Gene |2 |+ 61603769 | 61614953
GO:0030902 | MGI:1339708 | Neurod1 | N€urogenic Gene |2 |- 79253360 | 79257590
differentiation 1
GO:0030902 | MGI:95516 | Fgf2 If;b&iﬁ’_'zﬂ growth Gene |3 |+ 37504068 | 37586926
GO:0030902 | MGI:1859993 | Smads | MAD homolog 3 Gene |3 |+ 54843511 | 54889186
(Drosophila}




