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Interface
Design
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ZFIN Design Process

New data type or user interface.
Requirement Analysis -- paper prototypes, mockups or focus groups
Initial design

In house review of initial design
Implementation of design nuUMerous
In house review iterations
Pairs test possible
Analysis of Pairs test and design changes iterations

In house review
Small design changes

Outside review
Final in house review

Release feature



ZFIN Examples of User Directed Design

Homepage

Gene Page

Gene Expression
Mutant Phenotype

Publications/ Curation Interface



General Information

Positions at ZFIN
About ZFIN
Citing ZFIN

Help Resources
Contact Us

Site News
Glossary
Download Data

Genomics

Zebrafish Genome
Resources

Trans NIH
Zebrafish Inttiatr

Other Genomes

Information and News
Anatomical Atlases

Meetings / Jobs
Grants
The Zebrafish Book
The Zebrafish
Science Monitor
Zebrafish Newsgroup
Zebrafish for K-12
ZFIN Newsletter

Noemenclature

Laboratory
Allele Designations
Nomenclature
Conventions
Obtaining Approval
for Gene Names

Zebrafish Resource
Center

Info, Strains, Probes
Pathology Services
Disease Manual

The Zebrafis

E7FIN

h Information Network

Mutants {
Transgenics

Wild-Type Stocks

Genes [ Markers
Clones

Gene Expressior
BLAST

Genetic Maps
Mapping Panels
Accession #
Publications
Anatomy

People

/

Laboratories

Companies

Homepage

Site Search:

Search for mutations ftransgenic lines by gene name, map location or phenotvpe.

Zebrafish wild-type lines.

Search for genes, markers and clones by name, accession number, LG, vectar type aor sequence type.

Search for gene expression patterns by gene name, developmental stage, anatomical structure, developmental or physiological process.
Search for sequence alignment against ZFIN datasets and Zebrafish datasets.

Generate graphical views of genetic, radiation hybrid or consolidated maps.

Summary listing of zebrafish mapping panels.

Search ZFIM by data accession number.

Search for zebrafish research publications by author, title or citation.

Search the zehrafish anatomical ontology.

Search for zebrafish researchers by name or address,

Search for laboratories by name, address or research interests.

Search for Com

=T

Login: PaSowWoTi:

(Login required only to update persanal records)




Research

Homepage

General Information ZRC

Genes

—b Search Genes/Markers/Clones
Search Gene Expression
BLAST at ZFIN

MNomenclature Conventions
Cibtain approval for gene names

Fish

Search Mutants { Transgenics
Wild-Type Lines

Lab Allele Designations

Submit a Fish Line

Anatomy
Search Anatomy
Atlases and Resources

Publications
Search Publications

Zebrafish International Resource Center

Reguest: Fish Lines, ESTs/cDMNAS, Monoclonal
Antibodies, The Zebrafish Book, Paramecia

Health Services
ZIRC Home

Genome Resources

Sequence Services

Zebrafish Pragrams

ews
January 10 - ZFIN Hiring Scientific Curator

January & - Reizsue of MIH PAR "Tools for
Lebrafish Research”

December 21 - New VEGA Update from
Sanger Institute

Zehrafish Mews Archive

Home  Ahbout ZFIN

Browse the genome at Ensembl, Yega, UCSC
Yiew Genetic Maps

Maore Zebrafish Genome Resources

Explore Cther Fish Genomes

BLAST at ZFIM, Ensembl, Yega, MGH
Find cOMAs and ESTs at /GG, TIGR

Trans-MIH Zebrafish Initiative,
FF-MODELS, maore. ..

General Information

Find People

Find Laboratories
Find Companies
Jobs, Meetings

Yiew The Zebrafish Book
Zebrafish Mewsgroup
Zebrafish for K-12
Downlozad Data

About ZFIN
Citing ZFIM

Help and Tips  Contact ZFIN

Development of the Zebrafish Database is generously supported by the NIH (P41 HGOO2E55).
Copyriaht @ University of Oregon, 1994-2006. Fuoene, Oreoon

ZFIM logo design by Kari Pape, University of Qragon

Password:

(Login required only to update persanal recards)

Login:




Gene page

Site Search:

General Information
BLAST  Mlutants / Tg

Anatorny Publications

Maps
Search for Genes / Markers / Clones Your Input Yelcame
Name | Symbol: | containg =] [dix3k Accession Number: |

Types: E |

{Choose one or morg) | Gene

Pseudogens

karpholing

EST

cOMA, L'S:IE[I"I}-II 'I

BAC

PAC Display results in grou sof|20 .
BAC_EMD Py aretp
PAC_END

RAFD

SSLP

5TS =]

SEARCH BEST MATCH RESET

Home  About ZFIN

ZFIM logo design by Kari Pape, University of Oregon
login



Gene page

Site Search:

General Information
BLAST  Mlutants / Tg

Anatorny  Maps  Publications

Search Results for: name contains "dix3b' “Your Input Welcome

+ 1 Gene
+ 4 Morpholinoes

Modify your search.
Name | Symbol: | containg =] |dbah Accession Number: |

Types: E |

{Choose one or morg) | Gene

Pseudogene

karpholing

EST

cOMA, L'S:IE[I"I}-II 'I

BALC

PAC Display results in grou soflzu )
BAC_EMD Py rotp
PaC_EMND

FAPD

SELP

5TS =

SEARCH BEST MATCH RESET

Horme  About ZFIN - Ack e]| Help and Tips  Contact ZFIN




Gene Name: distal-less homeobox gene 3b “Your Input Welcome
Gene Symbol: dix3b

G e n e a e Previous Names: zgc: 91827, dix3, dix-3, wufh83f11, idibd3531(1)
Momenclature Histary

Curator Notes: Add MNotes

GENE EXPRESSION:(current status)

All expression data: 84 fiqure(s) from 42 publications
Directly submitted expression data: 6 figure(s) (36 images) from Thisse ef al., 2005 [su221]

5 figurefs) (8 images) from kudoh et a/., 2001 [ibd3531]

MUTANTS AND TARGETED KNOCKDOWNS:
Mutant line(s): 1 genotvpe (1 allele
Phenotype: (current status)

Data: 1 figure(s) from Phenotype Annotation {1994-2006)
Observed in: sensory system, somite

Knockdown reagents: MO 1-db3b , MO2-db3b | MO3-dk3b , WMO4-dha3b

GENE PRODUCTS:

Gene Ontology

Ontology GO Term

Molecular Function CNA binding (mmore)
Biological Process cartilage development (rmore)
Cellular Component nucleus

Al GO Terms {11

Protein Families, Domains and Sites:
¢ InterProlPRO0004T (1)

+ |nterProlPROOT356 (1
¢ InterProlPROOSOST (
+ InterProlPRO12287 (

+ PROSITE:PS000Z7 (1)

) 1
) + PROSITE PS50071 (1) ¢ EfamPFO0046 (1)
}

T
i

Gene Product Description

SEGMENT (CLONE AND PROBE) RELATIONSHIPS:

[EST] U221 (1) , 108311, [bd3531 (1) (orderthis)
el Eeates [cDNA] MGC-91827 (1) (order this)

SEQUENCE INFORMATION:

Type Accession # Length Analysis
cDMA RefSeqhi 131322 (1) 1593 bp -Select Tool- |
Genomic GenBank XB5060 1530 bp -Select Tool- |
Polypeptide SWISS PROT.Q01702 (1) 2690 aa -SelectTool- ]
Sequence Clusters: UniGene 77568 (1)

All Sequence Information (12}

OTHER dix3b GENE [ MARKER PAGES:

« Entrez Gene:30585 (1) « EnsemblENSDARGO0000014626 (1)
MAPPING INFORMATION:
LG 12 Details View Map: Merged Individual Panels
ORTHOLOGY:
Evidence
Species Symbol Chromosome (Position) Accession # AA CL
Zebrafish dix3b 12 ? ]
+ OMIMB00525
Human DLX3 17 (g21) « Enfrez Gene 1747 L] &
Mouse D3 11 (55 00 oM) © Gl ey ° ®

+ Enirez Gene: 133493
Orthology Details

CITATIONS (85)



Gene Name: distal-less homeobox gene 3b “Your Input Welcome
Gene Symbol: dix3b
Previous Names: zgc 91827, dix3, dix-3, wufh83f11, idibd3531(1)

Curator Notes: Add MNotes

GENE EXPRESSION:(current status)

All expression data: 84 fiqure(s) from 42 publications
Directly submitted expression data: 6 figure(s) (36 images) from Thisse ef al., 2005 [su221]

5 figurefs) (8 images) from kudoh et a/., 2001 [ibd3531]

MUTANTS AND TARGETED KNOCKDOWNS:
Mutant line(s): 1 genotvpe (1 allele
Phenotype: (current status)

Data: 1 figure(s) from Phenotype Annotation {1994-2006)
Chasmadin e — N 1D: 705 GENE-980525250
Sequence Information
Gene Name: distal-less homeobox gehe 3b (Nourinputwel ]
Gene Symbol: dix3b UL MR e SOTE
Type Accession # Length Analysis
cOMNA RefSeq Mk 131322 (1) 1593 bp - Select Toaol- [+
Genomic GenBank X65060 1530 bp -Select Taol- [v
Palypeptide SWISS-PROT.QO1702 (1) 269 aa -Select Taol- [v
SWISS-PROT.QEDES2 (1) 269 aa - Select Toal- |+
RefSeqMP 571397 (1) 269 aa -Select Toaol- |+
ZenPept CAAAG1932 (1) 269 aa - Select Taol- [»
Sequence Clusters UniGene: 77568 (1)
dix3b Encodes:
Marker Type Accession # Length Analysis
[EST] ib&3f11 cDMA GenBanlk AIS845812 534 bp - Select Toal- [+
GenBank AIS84296 329bp -Select Toaol- |+
[EST]ibd3531 (1) cDMA GenBank BGI857 96 398 bp - Select Toal- |+
[cDMNA] MGC 91827 (1) cDMA GenBank BCOTS386 (1) 1593 bp - Select Toal - [+
Polypeptide GenPept AAHTEIEE (1) 269 aa -Select Toaol- |+
Zebrafish die3b 12 T T
Human DL3 17 ta21) : %747 @
Mouse D3 11 (55 00 oM) © iyl 241905 @ s

+ Enirez Gene: 133493
Orthology Details

CITATIONS (85)



2 Gene Expression

&) Site Search: |
%; ;I I | J Research General Infarmation IRC

Genes Zebrafish International Resource Center
—>Search Genes/Markers/Clones Reguest: Fish Lines, ESTs/cDMNAS, Monoclonal

Search Gene Expression Antibodies, The Zebrafish Book, Paramecia

BLAST at ZFII Health Services

Momenclature Conventions ZIRC Home

Cibtain approval for gene names

Fish
Search Mutants { Transgenics
Wild-Type Lines

Lab Allele Designations ]
Submit a Fish Line Maore Zebrafish Genome Resources

Explore Cther Fish Genomes

Genome Resources
Browse the genome at Ensembl, Yega, UCSC
Yiew Genetic Maps

Anatomy
Search Anatomy
Atlases and Resources

Sequence Services

BLAST at ZFIM, Ensembl, Yega, MGH
Find cOMAs and ESTs at /GG, TIGR
Publications

Search Publications Zebrafish Programs

Trans-MIH Zebrafish Initiative,
FF-MODELS, maore. ..

News
January 10 - ZFIN Hiring Scientific Curator

January & - Reizsue of MIH PAR "Tools for
Lebrafish Research”

December 21 - New VEGA Update from . .
Sanger Institute Find Companies

Zebrafish Mews Archive Jobs, Meetings
Views The Zebrafish Book
Zebrafish Mewsgroup
Zebrafish for K-12
Download Data

About ZFIN
Citing ZFIM

General Information
Find People
Find Laboratories

Home  About ZFIN  Ackn d Glo ¢ Help and Tips  Contact ZFIN

Development of the Zebrafish Database is generously supported by the NIH (P41 HGOO2E55).

Copyright © University of Oregon, 1994-2008, Eugene, Oregon.
ZFIM logo design by Kari Pape, University of Qragon

Login: Password:

(Login required only to update persanal recards)



Gene Expression

Site Search:

General Information

on  BLAST  Mutants /Ty Anatomy  Maps  Publications

Search for Gene Expression Data “Your Input Welcome

Gene/EST name |contains | |dbab Between stages:
Zyqote:1-cell | &
Genetic background name | contains x| | Yaoe oo |
Adult |

MO knockdown: Gene name | contains v | Developmental Staging Series

Author | contains Rl Assay Type [ ANY =]
Anatomy [Enter one anatomical term per ling] Filters:

I Show only figures with images

W' Show direct subrmission data
M Show published literature

M Include substructures Bxpressian in: Added in Iastl days
' Every term entered |25_ results per page

" Any term entered

Search | Feset |

Homa About ZFIN A G y  Help and Tips

Copyright © University of Cregon, 1934-2006, Eugene, Oregon.
ZFIM logo design by Kari Pape, University of Qregon



Search matched on current eymbal: dix3b WMWY SEdiul

. ,
Expression Pattern Search Results for dix3b
e n e X p re S S I O n (64 figurefs) with expression from 41 publication{s) )
[ Show enly figures with images ]
Publication (current
status) Data Background(s) Stage Range Anatomy
Borday-Birraux et &/ 2006 Fig 3 WWT Long-pec to Day 4 {ooth 3, tooth 4, tooth 5
Fig. 4 WT Long-pec to Day 4 tooth 3V, tooth 4%, tooth 5
Kniak ef &l 2008 Fig. 2 AE Frim-5 olic vesicle
Leskow af 8/, 2006 Fig. 58 WWT Shield whole organism
Link gf al., 2006 Fig. 7 WWT 10-13 somites neutal keel
. Missen ef i 2006 Fig. 5 - QLSh.ISS“IZI WT Prim-5 olfactory placode, otic vesicle, pharyngeal arch
Qishi af al, 2006 Fig. 3 WWT Eud neural plate
Pendeville ef a/. 2006 Fig 4 WWT Long-pec pharyngeal arch
Verreijdt et &/, 2006 Fig. 2 - TeR WT Frotruding-mouth parasphenoid
2 .;n
Fig. 8 WT Protruding-mouth epidermis
Fig. 21 WWT Erotruding-roouth branchinstenal membrane, hranchiosteral ray 3, gill
Fig. T1 WT Erotruding-roouth to Days branchiostegal ray 1, branchiostegal ray 2, branchiostenal ray 3, epibranchial 5 . (all 12
14-20 4
Fig T2A WT Protruding-mouth to Days 7-13  anguloarticular, branchiostegal ray 1, branchiostegal ray 2, branchiostegal ray 3 ... (all §)
3
Fig. T28 WT Protruding-mouth to Day 5 hyorandibula, retroarticular
text anl WT Frim-5 to Days 7-12 autopterotic, aulosphenotic, basihyal, basioccipital ... (all 20) #
Wialker f af, 2006 Fig & S_fu?g*ﬁgl ingﬂ?b WT Prim-15 to Prim-25 pharyngeal arch
Zhu efal 2006 Fig. & WWT Bud neural plate
Bardet ef al., 2005 Fig. & WWT 5-9 somites
Chong ef &/, 2005 Fig 2 AB 90%-epiboly
Dutta st af 2005 Fig. 2 W Bud non neural ectoderm
Fig.8 WT EBud non neural ectoderm
Filippi sf &/, 2005 Fig. 1 WT 1-4 somites Rohon-Beard neuran
Formstone efal, 2005 Fig.4 glpHTL8 Bud
Gestri af &l 2005 Fin.6 WT A0%-epiboly presumptive epidermis
Linefal, 2005 Fig. 3 WWT 1-4 somites neural plate

12 3 Mext

Last Page



Nissen et al.. 2006 - A zebrafish screen for craniofacial mutants identifies wdré8 as a highly conserved gene required for Endothelin-1

expression. BMC Dev. Biol. 6:28
ADDITIONAL FIGURES

“'our Input Welcome

Genes : bapx{ », dix3h w», 8dn i = handZ? », 50x53

hizgi2

Genetic Background : dys——= WT

Anatomical Terms: heart, olfactory placode, otic wvesicle, pharyngeal arch

Stage Range : 20-25 somites to Prim-25
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region for soxSa expression. P) ISH with sox8a probe on 28 hpf wild type sibling. Q) Reduction of
dys/dys animals. R) Injecting dys animals with worS8MO caused further reduction of

Gene expression details

Gene Fish

hapxi A WWT
gv_msmz

dix3b a WWT
W, MO edn ]
gy,_ha'SB‘IE‘

v Mowdrbs

Fig. 5 wdr68 acts upstream of the edn1 pathway. A) In situ hybridization (1SH) with dix2 on 12 somites stage embryos. Wild type
and dysdys mutant animals were indistinguishable. B) ISH on 20 somites stage wild type sibling animal with edn{ probe. C)
dys/dys homozygotes display reduced edni expression at 20 somites stage. D) ISH on 28 hpf wild type sibling animal with edn
probe. E) dys/dys homozygotes display reduced edn i expression at 28 hpf. F) ISH on 41 hpf wild type sibling with bapx 1 probe. G)

dya/dvs homozygotes display reduced bapxf expression. H, |, J, K, L, M, N, O) Red arrowhead indicates 1% arch eXpression

|domain, blue arrowhead indicates 2" arch expression domain. H) 1ISH on 28 hpf wild type sibling with hand?2 probe. 1) divsdys
l|homozygotes display reduced 1%t arch hand2 expression, red arowhead. Red dotted outline indicates expression in developing

,]st Qnd

heart. J) dys+wdrG8MO animals display reduced hand? expression in both and arches, red and blue arrowhsads,

respectively. K) edn -MO animals lack hand?2 expression in both the 1% and 2" arches. L, M, N, O) Red asterisk indicates olfactory
expression domain. Black asterisk indicates ear expression domain. L) ISH on 28 hpf wild type sibling with dix3h probe. M) divsdys
homozygotes display reduced 1% arch dx3b expression, red arrowhead. M) dys+wdriSMO animals display reduced dix3b
expression in both 1%t gng 2nd arches, red and blue arrowheads, respectively. O) edn {-MO animals lack dix35 expression in both

the 1%t and 2" arches. P, Q R, 5) Red underline indicates 1% arch region for sox%a expression. Black underline indicates 2™ arch

1% arch sox9a expression without significant effect on 2" arch sox0a EXPression in

1st 2nc|

arch sox8a expression without substantial effects on arch soxBa expression. S) edn -MO

Stage Qualifier Anatomy Assay
Prim-25 pharyngeal arch ISH
Prim-24% pharyngeal arch ISH
Prim-5 olfactory placode ISH
Prim-5 ofic vesicle ISH
Prim-5 pharyngeal arch ISH
Prim-5 olfactory placode ISH
Prim-5 ofic vesicle ISH
Prim-5 Not defected pharyngeal arch ISH
Prim-5 olfactory placode ISH
Prim-5 ofic vesicle ISH
Prim-5 pharyngeal arch ISH
Prim-5 olfactory placods ISH
ISH

Prim-5

ofic vesicle



Mutant Phenotype Site Search: |

“N
% Research General Infarmation IRC

Genes Zebrafish International Resource Center
Search Genes/Markers/Clones Reguest: Fish Lines, ESTs/cDMNAS, Monoclonal
Search Gene Expression Antibodies, The Zebrafish Book, Paramecia
BLAST at ZFII Health Services

Momenclature Conventions ZIRC Home

Cibtain approval for gene names

Fish
=P Search Mutants | Transgenics GéenomethResources E bl Uese
iy Lines rowse the genome at Ensembl, Vega,

Lab Allele Designations ey Geneflc i
Submit a Fish Line Maore Zebrafish Genume Fesources
Explore Cther Fish Genomes
Anatomy
Search Anatomy

Atlases and Resources

Sequence Services

BLAST at ZFIM, Ensembl, Yega, MGH
Find cOMAs and ESTs at /GG, TIGR
Publications

Search Publications LU IR T bs

Trans-MIH Zebrafish Initiative,
FF-MODELS, maore. ..

News
January 10 - ZFIN Hiring Scientific Curator

January & - Reizsue of MIH PAR "Tools for
Lebrafish Research”

December 21 - New VEGA Update from . .
Sanger Institute Find Companies

Zebrafish Mews Archive Jobs, Meetings
Views The Zebrafish Book
Zebrafish Mewsgroup
Zebrafish for K-12
Download Data

About ZFIN
Citing ZFIM

General Information
Find People
Find Laboratories

Home  About ZFIN - Acknowledgements G v Help and Tips  Contact ZFIN

Development of the Zebrafish Database is generously supported by the NIH (P41 HGOO2E55).
Copyright © University of Oregon, 1994-2008, Eugene, Oregon.
ZFIM logo design by Kari Pape, University of Qragon

Login: Password:

(Login required only to update persanal recards)



Search for mutant | transgenic lines

Gene/Allele name | contains v [oep

Affected Anatomy [Enter one anatomical term per ling]

Include substructures Phenotype in:
® Every term entered
O Any term entered

Mutant Phenotype

LG: | Any v
Mutagen: | Any
Mutation Type: | any

Filters:

O Show only characterized mutations

O Show only transgenics

® Show all

20

results per page

our InputWelcome

SEARCH || RESET |




Mutant Phenotype

Modify Search
Mutant / Transgenic Lines Search Results (7 records found) [ rour Input Welcame |
Parental Affected
Genotype(Background) Phenotype Allele Zygosity Type Gene(s) LG Matching Text
.’ NG T00ep)b i3 (AB) 1 figure(s) deficiency asp 10 Details Zenetic feature name:
DfLG10:0epib173
@Qunsgem‘ﬁed unspecified LRknown ogp 10 Details Genetic feature name: un_oep
@Qmﬂ%"m‘!% (AB) 1 figure(s) & 134 P+l A+l point mutation o8p 10 Details Gene symbol oep
0gp2 1 figure(s) st2 deficiency o8p 10 Details (zene symbol: oep
@sz%?ftz%? 1 figure(s) @ Z257 D4l S+ unknown aep 10 Details Gene symbol: oep
@92—7 1 figure(s) 71 deficiency 80 10 Details Gene symbol: oep
i@@f 1 figure(s) 284 LKW slo Gene name: stoepsel
Modify your search [ vour Inputelcoms
LG: | Ay |+
GenelAllele name | containg v |oep Mutagen:  any ~
Mutation Type:  Any ~
Affected Anatomy [Enter one anatomical term per line] Filters:

© Show only characterized mutations

© Show only transgenics

Include substructures Phenotype in: @& Show all
© Every term entered
O Any term entered 20 results per page

SEARCH | [ RESET




Mutant Phenotype

ZFIN 1D: ZDB-GEMO-380202-203

Genotype: oep™ 134134

BACKGROUND: AE

AFFECTED GENE(S):one-eved pinhead
PARENTAL GENOTYPE:

m134 P4 S+

PHENOTYPE: (current status)

Data: 1 figure(s) from Phenotype Annotation (1994-2006)
Observed in: eye floor plate, hatching gland, heart, nervous system, organ system, sensory system, whole organism 4

GENE EXPRESSION IN 0ep™ M1 (AB) (cunent status)
13 figure(s) from 10 publications

CURRENT SOURCE(S):
Mot specified

GENOTYPE DETAILS:

Feature Details

i34 Affected Gene(s): oep (Previous Names: cripto, tdgf1, ch85, zge: 109829, one eyed pinhead)
Zygosity: homozygous
Parental Zygosity: ¢+- J+~-
Type: Paint Mutation (1)
Protocol: adult males treated with ENU
Lab of Origin: Drigver Lab
Map: LG: 10 Details

CITATIONS (45)

CITATIONS (45)



Mutant Phenotype

Mutant / Transgenic Lines Search Results (7 records found)

Parental
Genotype(Background) Phenotype Allele Zygosity
ORI G{00ep)h {73 (AB) —> 1 figure(s)
@M unspecified
@mesa;fms-ﬁ (AB] 1figure(s) i m134 D+l S+l
0gp2 1 figure(s} 5t2
mrzzﬁmzzﬁ? 1fiqurels) i Zz257 P+l D+
oepZ 1 figure(s) z1
i@@f 1 figure(s) 123d
Modify your search

GenelAllele name | containg v |oep

Affected Anatomy [Enter one anatomical term per line]

Include substructures FPhenotype in:
© Every term entered
O Any term entered

Type
deficiency

Unknon
point mutation
deficiency
Lnknown
deficiency

Lnknow

Affected
Gene(s) LG
asp 10 Details
osp 10 Details
osp 10 Details
[el7e] 10 Details
o8p 10 Details
asp 10 Details
sin

LG: | Ay |+

Mutagen: | Any v

Mutation Type:  Any

Filters:

Modify Search
[ our Input Welcome ]

Matching Text

Genetic feature name:
DfLG10:.0ep)b173

Genetic feature name: un_oep
zene symbol oep
Zene symbol oep
Zene symbol oep
Gene symbol oep

>ene name: stoepsel

[ our InputWelcome

© Show only characterized mutations

© Show only transgenics

@ Show all

20

results per page

SEARCH | [ RESET




Phenotype Annotation (1994-2006) - Mutant Data Curated from Olcder Literature.

PHENOTYPE:

Genotype(s): oep™ ¥4 1p) |

Mutant Phenotype

ZFIN ID: ZDB-FIG-070105-160

Observed In: eye, floor plate, hatching gland, heart, nervous system, organ system, sensory system, whaole organism

Stage Range : Unknown

- (%

¢
Q-

Fig. for (m134)

Original Submitter Comments: Phenotypic class: body axes, eye; Visible at tailbud; Wiability, embryonic lethal {swh-)

Phenotype details

Fish

INCAE T TPV

Stage

Lnknown
Unknaoiwn
Unknaon
Unknown
Lnknown
Unknaoiwn
Unknaon
Unknown

Observed in

floor plate
hatching gland

3 R
]

eart

Sensory System
nervous system
wihole arganism
organ systerm

Phenotype

abnaormal

abnormal

abnormal

abnormal

abnaormal

abnormal

lethal (sensu genetics), abnormal
abnormal

“our Input Welcome




Search for mutant [ transgenic lines

GenelAllele name

Affected Anatomy

vascula

contains | ¥

[Enter one anatomical term per line]

axial vasculature
hrain vasculature
hranchial vasculature
caudal fin vasculature
choroidal vascular plexus
cranial vasculature

fin vasculature
I head vasculature
pectaral fin vasculature
pharyngeal vasculature
primardial vasculature
tail vasculature
trunk vasculature

wascular cord

25 Phenotype in:
& Every term entered
O Any term entered

Email ZFIN

Mutant Phenotype

About ZFIN

Copyright @ University of Oregon, 1994-2008, Eugene,

ZFIM logo design by Kari Pape, Uniwersity of Oregon

LG: | Any ||
Mutagen: | Any
Mutation Type: | Any

Filters:

O Show only characterized mutations

© Show only transgenics

@ Show all

20 results per page

Helpful Hints
Oregon.

our Input Welcome

| sEARCH || RESET |

Citing ZFIN



Mutant Phenotype

Anatomy Terms Searched...
vasculature has (11} mutanttransgenic line(s) (including substructures)

MWodify Search
Mutant / Transgenic Lines Search Results (11 records found)
Parental Affected
Genotype(Background) Phenotype Allele Zygosity Type Gene(s) LG
acur 12 1 figure(s) Y6 point mutation acvrif 23 Details
[ 1 figure(s) y17 point mutation kdr 14 Details
ﬂﬂgnid?:AB] 1 figureis) 51 m247 Lnknown mig
pleg 11282 (AR) 1figure(s) i mss2 point mutation alca! 23 Datails
pleg 210 1 figure(s) @& y10 point mutation plcg 1 23 Details
plxng 112915 1 figure(s) fov01b point mutation pixnd 1 8 Details
pixng 17531 1 figure(s) 531 deficiency pixnd 1 8 Details
plxng 11095 1figureis) firl 0%k unknown ofxnd 1 B Details
Toifii EGFPIvT 1 figurels) transgenic insertion
TafkdrEGEP)s845 1 figurels) transgenic insertion
uam m521m52 (ABy Afigurels) @ ms21 Unknown unm m521
Modify your search
LG: | Any v
GenelAllele name | contains |+ Mutagen: | Any v
Mutation Type: | Any g
Affected Anatomy [Enter one anatomical term per ling] Filters:
wasculature . .
O Show only characterized mutations
O Show only transgenics
Include substructures Fhenotype in: ® Show all
© Every term entered
O Any term entered 20 results per page

SEARCH | [ RESET




Mutant Phenotype

Anatomy Terms Searched...
wvasculature has (11} mutantitransgenic line(s) (including substructures)
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Cloning and embryonic expression of zebrafish PLAG genes

Pendeville, H., Peers, B., Kas, K., and Voz, M.L.
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PubMed: 16378757
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ABSTRACT:
FLAG transcription factors play important roles in oncogenesis. To date three members of this subfamily of zinc finger proteins have been identified in humans and mice:

PLAGT, PLAGLT and PLAGL2. In this study, we identified zebrafish arthologs of PLAGT and PLAGL2 and a novel member of this family, PLAGX. We examinad the
temporal expression of these three genes by quantitative real time RT-PCR and found that all three genes are maternally provided, expressed at low level during early
somitogenesis and, during late somitogenesis and beyond, PLAG expression increases to reach a plateau level around 5 dpf. Whole mount in situ experiments revealed
that PLAGT, PLAGLZ and PLAGX display a similar pattern of expression characterized by a low ubiquitous expression avercame by high expression in some restricted
compartments such as the ventricular zone of the brain, the pectoral fin buds, the developing pharyngeal arches and the axial vasculature. We show that this pattern
resembles the one observed for the proliferative marker PCMNA, suggesting that the PLAG genes are expressed more strongly in Zones of active proliferation. This
hypothesis was proven for the ventricular zone shown to be a highly proliferative zone using the anti-phosphohistone H3 antibody that detects cells in mitosis.
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ABSTRACT:

PLAG transcription factors play important roles in oncogenesis. To date three members of this subfamily of zing finger proteins hawve been identified in humans and mice: PLAGT,
PLAGLT and PLAGLZ. Inthis study, we identified zebrafish orthologs of PLAG1T and PLAGLZ and a novel member of this family, PLAGX  We examined the temporal expression
of these three genes by quantitative real time RT-PCR and found that all three genes are maternally provided, expressed at low level during early somitogenesis and, during late
somitogenesis and beyond, PLAG expression increases to reach a plateau level around S dpf. Whole mount in situ experiments revealed that PLAGT, PLAGL2 and PLAGX
display a similar pattern of expression characterized by a low ubiquitous expression overcame by high expression in some restricted compartments such as the wentricular zone of
the brain, the pectoral fin buds, the developing pharyngeal arches and the axdal vasculature. YWe show that this pattern resembles the one observed for the proliferative marker
PCMA, suggesting that the PLAG genes are expressed more strongly in zones of active proliferation. This hypothesis was prowven for the ventricular zone shown to be a highly
proliferative zone using the anti-phosphohistone H3 antibody that detects cells in mitosis.
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Genotype: Tg(fli1:EGFP)y1 Your Inputielcome

BACKGROUND: unspecified

PHENOTYPE: (current status)

Data: 1 figqure(s) from Phenotype Annotation (1994-2008)
Observed in: vasculature

GENE EXPRESSION IN Tg(fli1:EGFP)y1 (current status)
10 figurels) from 5 publications

CURRENT SOURCE(S):
Lines carnying the following genetic features are availabls from:
To(thit EGFR)w T Zebrafish International Resource Center (ZIRC)  {order this)

GENOTYPE DETAILS:

Feature Details
To(lit . EGFR 1 Previous Name(s): Tq(fli1:EGFP) Momenclature History
Zygosity: Lnknon
Type: Transgenic Insertion
Protocol: treated with DA
Construct: Talfi 1. EGER)
Lab of Origin: Weinstein Lab
Map: MNone submitted
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ZFIN 1D: ZDE-GEME-380526-280
GO Details

Gene Name: distal-less homeobox gehe 3b
Gene Symbol: dix3b

[ “Your Input Welcame ]

Ontology GO Term Evidence Inferred From Reference(s)

Molecular Function DA binding IEA InterProlPRO12287 1
DA binding IEA SPOKWHW-03T 1 1
DA binding IEA SP W IOW-0238 1
sequence-specific DNA binding IEA InterPro:lPRO01356 1
transcription factor activity IEA InterProlPRO01356 1
transcription factor activity IEA InterProlPROOOOL4T 1

. : ' MO 1-diba

Biological Process cartilage development L€]] MO1-db3h 1
endocring system development €]} % 1
eye development (sensu the Actinopterydii research community) €]} % 1
ofic placode formation €]} dlxdb 1
otic placode formation L€]] % 1
otic placode formation l€]] ng 1
ofic placods formation L€]] e 1

diedb
otic placode formation IMP 1
otic placode formation P MO 2-dlx3b 1
ofic placode formation WP 1
otic vesicle formation [L€]] dhedb 1
olic vesicle formation €] nos=™! 1
dhedb

otic vesicle formation €] nosErt 1
otic wesicle formation il 1
regulation of transcription IEA InterProlPRO12287 1
regulation of franscription, DNA-dependent IEA InterPro:lPROOOO4T 1
requlation of transcription, DMA-dependent IEA InterProlPRO01356 1

Cellular Component nucleus IEA InterPro lPRO01356 1
nucleus EA InterProlPRO0O0LT 1




Gene Name: distal-less homeobox gene 3b “Yaur Input Velcams

Gene Symbol: dix3b
Previous Names: zgc: 91827, db3, dbe3, wuth33111, idibd3531(1)
Mormenclature History

Curator Notes: Add MNotes

GENE EXPRESSION:(current status)

All expression data: 54 figure(s) from 42 publications
Directly submitted expression data: 6 figqure{s) (36 images) from Thisse ef al, 2005 [eu221]

S fiqurefs) (8 images) from Kudoh ef ai., 2001 [ibd3531]

MUTANTS AND TARGETED KNOCKDOWNS:
Mutant line(s): 1 genotype (1 allele )
Phenotype: (current status)

Data: 1 figure(s) from Phenotype Annotation (1994-2006)
Observed in: sensory system, somite

Knockdown reagents: MO 1-di3b . MOZ-db3b . MO3-dk3b , MO4-dix3b

GENE PRODUCTS:

Gene Ontology

Ontology GO Term

Molecular Function DA binding {(fmorg)
Eiological Procaess cartilage development {more)
Cellular Component nucleus

Al GO Terms {11

Protein Families, Domains and Sites:
¢ |nterProlPRO0OD04T (1)

+ InterPro PRO01356 (1) + PROSITE:PS00027 (1) _
+ InterPro:lPRO0S057 (1) + PROSITEPS50071 (1) + Pfarm:PFO0046 (1)
o |nterProdlPROT2287 (1)

Gene Product Description
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[EST] eu221 (1), 1h83f11 . ibd3531 (1) (order this)
cliels Eneegies [cDNA] MGC 31827 (1) (arder this)
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