Set of tools to support post-hoc segmentation of groups

Four panels to see it all The response panel summaries

responsePanel = "means" responsePanel = "boxplot"

factorMerger
Cheat Sheet

A.The Merging Paths Plot panel B.The response panel
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‘ responsePanel = "proportion" responsePanel ="heatmap"

The aim of factorMerger is to provide informative
and easy to understand visualisations of post-hoc
comparisons. It gives consistent and non-
overlapping adaptive fusing of groups based on
likelihood ratio test (LRT). The package
factorMerger works for wide spectrum of families
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In addition, the Generalized Information Criterion
(GIC) is presented for fused models. This criterion
may be used to choose the optimal
segmentation of groups.

Shows the Generalized Information Criterion for all models in MPP panel.
Default penalty=2 corresponds to the AIC criterion.
Colours in the MPP panel corresponds to the optimal model.

Key arguments of factorMerger

The method argument determines how pairs of
groups are considered for grouping. The most
computational demanding is adaptive. For larger
number of groups one may consider only pairs of
groups with closest averages or use the fast-fixed
heuristic (fastest solution).

Shows the no. groups, no. observations,
and the p-value for global hypothesis
that parameter of interest is equall in all groups.

responsePanel = "tukey" responsePanel = "frequency"”

Tukey HSD test Groups frequencies

Graphical summary of the variable of interest in
each group is presented in the right panel.

The factorMerger package is highly customisable.
The panel argument selects panels to be plotted.
The nodesSpacing argument selects how MPP
nodes shall be spaced.

The responsePanel argument selects which
summary shall be presented in panel B.

The responsePanelPalette argument selects the
colouring palette.

Find more in https.//arxiv.org/abs/1709.04412

library(factorMerger)

Argument
method = “adaptive”

Summary
Compare all pairs of groups
method = “fast-adapive” Compare nearby groups
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