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Agathobacter rectalis
Akkermansia mucinip
Bacteroides coprocol:
Bacteroides dorei
Bacteroides faecichin
Bacteroides faecis
Bacteroides faecis C/
Bacteroides finegoldii
Bacteroides fragilis
Bacteroides fragilis C
Bacteroides helcogen
Bacteroides salanitrol
Bacteroides sp. 1_1_.
Bacteroides sp. 3_1_
Bacteroides sp. UW
Bacteroides thetaiota
Bacteroides thetaiota
Bacteroides vulgatus
Bacteroides vulgatus
Bacteroides xylanisol
Bifidobacterium longu
Bifidobacterium longu
Broad host range vec
Cloning vector pUAST
Clonorchis sinensis
Clostridia bacterium L
Enterobacteria phage
Enterococcus faecalis
Erysipelotrichaceae b
Escherichia albertii
Escherichia coli
Escherichia fergusoni
Escherichia sp. HT07
Escherichia vulneris
Faecalibacterium prat
Helicobacter pylori
Intestinimonas sp. GC
Lactobacillus brevis
Pediococcus acidilact
Peptoclostridium diffic
Retroviral expression
Roseburia hominis
Roseburia intestinalis
Ruminococcus albus
Salmonella enterica
Shigella boydii
Shigella dysenteriae
Shigella flexneri
Shigella sonnei
Shigella sp. SF-2015
Trabulsiella odontoter
Trichuris trichiura
[Clostridium] clostridic
[Clostridium] hiranoni:
[Eubacterium] siraeur
uncultured organism




