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uncultured organism
[Eubacterium] siraeum
[Clostridium] hiranonis
[Clostridium] clostridioforme
Trichuris trichiura
Trabulsiella odontotermitis
Shigella sp. SF−2015
Shigella sonnei
Shigella flexneri
Shigella dysenteriae
Shigella boydii
Salmonella enterica
Ruminococcus albus
Roseburia intestinalis
Roseburia hominis
Retroviral expression vector L149
Peptoclostridium difficile
Pediococcus acidilactici
Lactobacillus brevis
Intestinimonas sp. GD2
Helicobacter pylori
Faecalibacterium prausnitzii
Escherichia vulneris
Escherichia sp. HT073016
Escherichia fergusonii
Escherichia coli
Escherichia albertii
Erysipelotrichaceae bacterium 6_1_45
Enterococcus faecalis
Enterobacteria phage 933W sensu lato
Clostridia bacterium UC5.1−1D10
Clonorchis sinensis
Cloning vector pUAST−attB−hsp70−stop−dam−comr
Broad host range vector pSCrhaB2
Bifidobacterium longum CAG:69
Bifidobacterium longum
Bacteroides xylanisolvens
Bacteroides vulgatus CAG:6
Bacteroides vulgatus
Bacteroides thetaiotaomicron CAG:40
Bacteroides thetaiotaomicron
Bacteroides sp. UW
Bacteroides sp. 3_1_19
Bacteroides sp. 1_1_14
Bacteroides salanitronis
Bacteroides helcogenes
Bacteroides fragilis CAG:47
Bacteroides fragilis
Bacteroides finegoldii
Bacteroides faecis CAG:32
Bacteroides faecis
Bacteroides faecichinchillae
Bacteroides dorei
Bacteroides coprocola
Akkermansia muciniphila
Agathobacter rectalis
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