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Computational biology PhD researcher at University College Dublin studying integrative genomics of infectious diseases in cattle.
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UNiVERSiTY COLLEGE DUBLiN Dublin, Ireland
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MSc in Evolutionary Biology 2015 ‑ 2016
UNiVERSiTY COLLEGE DUBLiN Dublin, Ireland
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10.3389/fgene.2019.00927).

BA (Mod) in Natural Sciences (Zoology) 2011 ‑ 2015
TRiNiTY COLLEGE DUBLiN Dublin, Ireland
• Thesis: Mytilus edulis as a bioindicator of water pollution: potential histopathology biomarkers in Dublin Bay and Newquay, Co. Clare.
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