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Abstract

Real-world graph datasets often arise from mix-
tures of populations, where graphs are generated
by multiple distinct underlying distributions. In
this work, we propose a unified framework that
explicitly models graph data as a mixture of prob-
abilistic graph generative models represented by
graphons. To characterize and estimate these
graphons, we leverage graph moments (motif
densities) to cluster graphs generated from the
same underlying model. We establish a novel
theoretical guarantee, deriving a tighter bound
showing that graphs sampled from structurally
similar graphons exhibit similar motif densities
with high probability. This result enables princi-
pled estimation of graphon mixture components.
We show how incorporating estimated graphon
mixture components enhances two widely used
downstream paradigms: graph data augmenta-
tion via mixup and graph contrastive learning.
By conditioning these methods on the underlying
generative models, we develop graphon-mixture-
aware mixup (GMAM) and model-aware graph
contrastive learning (MGCL). Extensive experi-
ments on both simulated and real-world datasets
demonstrate strong empirical performance. In su-
pervised learning, GMAM outperforms existing
augmentation strategies, achieving new state-of-
the-art accuracy on 6 out of 7 datasets. In unsu-
pervised learning, MGCL performs competitively
across seven benchmark datasets and achieves the
lowest average rank overall.
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1. Introduction
Graphs provide a powerful framework for modeling com-
plex relational data across diverse domains, including social
networks (Yang et al., 2021; Kumar et al., 2022), bioinfor-
matics (Balaji et al., 2022; Zhang et al., 2021; Azizpour
et al., 2024), and wireless systems (Zhao et al., 2023; Ol-
shevskyi et al., 2025). A central goal in graph machine
learning is to learn representations that capture the underly-
ing principles governing these networks for tasks like graph
classification (Rey et al., 2025). Graphons, or graph limits,
have emerged as a foundational tool for this, offering a con-
tinuous, non-parametric generative model that describes the
large-scale structure of graphs (Lovász, 2012; Borgs et al.,
2008). By representing the latent process from which graphs
are sampled, graphons enable principled analysis and data
augmentation (Navarro & Segarra, 2022; Han et al., 2022).

Given their utility, the accurate and efficient estimation of
graphons (Chan & Airoldi, 2014; Xu et al., 2021; Xia et al.,
2023) from observed network data is a central problem.
This has spurred the development of several modern es-
timation techniques. For instance, methods like Scalable
Implicit Graphon Learning (SIGL) (Azizpour et al., 2025)
leverage implicit neural representations and graph neural
networks to learn a continuous graphon at arbitrary resolu-
tions from large-scale graphs. Other recent work has shown
that leveraging graph moments (subgraph counts) provides
a computationally efficient path to scalable graphon esti-
mation (Ramezanpour et al., 2025). However, a critical
limitation of these approaches is that they are designed to
estimate a single, unified graphon for the observed set of
graphs. This assumption fails in real-world settings, where
datasets frequently consist of a mixture of populations, with
graphs generated from several distinct underlying distri-
butions, and as a result, modeling a single graphon may
not capture highly heterogeneous graph data (Ramezanpour
et al., 2025).

This limitation also extends to modern representation learn-
ing paradigms, which often overlook the shared or distinct
underlying models of different graphs. For example, graph
augmentation techniques such as G-mixup (Han et al., 2022)
assume a single graphon per class of data to serve as the
latent representation for mixing. However, graphs within
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the same class may arise from multiple generative processes,
leading to heterogeneous latent spaces and semantically in-
consistent augmentations. Similarly, in graph contrastive
learning (You et al., 2020; 2021), each graph serves as an
anchor, the positive sample whose representation is being
learned, while all other graphs in the batch are treated as neg-
atives. This neglects the possibility that some graphs orig-
inate from the same underlying generative model, making
them false negatives and hindering representation quality.

To explicitly address this challenge, we introduce a unified
framework that models graph data as a mixture of under-
lying graphons. We rely on the key insight that densities
of motifs (empirical graph moments) serve as a powerful
signature for the underlying generative model (Borgs et al.,
2010). Building on foundational results, we establish a
novel theoretical guarantee, showing that graphs sampled
from graphons with a small cut distance will have similar
motif densities with a higher probability. By exploiting these
motif densities, we first partition the graph dataset into co-
herent clusters, where each cluster corresponds to a distinct
component of the graphon mixture. This motif-aware parti-
tioning allows us to disentangle the generative mechanisms
at play and incorporate the graphon mixture in downstream
graph-level tasks, whether supervised or unsupervised. Our
main contributions are as follows.

• We introduce the first motif-based clustering approach
that partitions graph datasets into coherent clusters,
each corresponding to a distinct underlying graphon,
thereby enabling model-aware graph-level learning.

• For supervised settings, we propose graphon-mixture-
aware mixup (GMAM) for graph data augmentation,
which performs mixing conditioned on the inferred
graphon components within each class and enhances
graph classification performance.

• For unsupervised learning, we develop a model-aware
graph contrastive learning framework (MGCL) that
leverages graphon-specific augmentations and model-
aware negative sampling to improve representation
quality.

Conflict of Interest Disclosure The authors declare no
competing interests.

2. Preliminary
2.1. Graphon

A graphon is defined as a bounded, symmetric, and measur-
able function W : [0, 1]2 → [0, 1] (Lovász, 2012; Avella-
Medina et al., 2018). By construction, a graphon acts as
a generative model for random graphs, allowing the sam-
pling of graphs that exhibit similar structural properties. To

generate an undirected graph G with N nodes from a given
graphon W , the process consists of two main steps: (1)
assigning each node a latent variable drawn uniformly at
random from the interval [0, 1], and (2) connecting each pair
of nodes with a probability given by evaluating W at their
respective latent variable values. Formally, the steps are as
follows:

η(i) ∼ Uniform([0, 1]), ∀ i = 1, · · · , N, (1)
A(i, j) ∼ Bernoulli (W (η(i),η(j))) , ∀ i, j = 1, · · · , N,

where the latent variables η(i) ∈ [0, 1] are independently
drawn for each node i. The dissimilarity between two
graphons, W1 and W2, is measured by the cut distance,
denoted as dcut(W1,W2) (Lovász, 2012).

Graphon estimation. The generative process in (1) can
also be viewed in reverse: given a collection of graphs (rep-
resented by their adjacency matrix) D = {At}Mt=1 that are
sampled from an unknown graphon W , estimate W . Sev-
eral methods have been proposed for this task (Chan &
Airoldi, 2014; Airoldi et al., 2013; Xu et al., 2021; Xia et al.,
2023; Azizpour et al., 2025; Ramezanpour et al., 2025). We
focus on SIGL (Azizpour et al., 2025), a resolution-free
method that, in addition to estimating the graphon, also
infers the latent variables η, making it particularly useful
for model-driven augmentation. This method parameter-
izes the graphon using an implicit neural representation
(INR) (Sitzmann et al., 2020), a neural architecture defined
as fϕ(x, y) : [0, 1]2 → [0, 1] where the inputs are coordi-
nates from [0, 1]2 and the output approximates the graphon
value W at a particular position. More details of SIGL and
graphon estimation are provided in Appendix D.

Motif densities from graphons A graphon W provides
the theoretical expectation for the density of any subgraph,
also known as a motif F . The non-induced homomorphism
density, t(F,W ), counts all occurrences of a motif where at
least the specified edges are present, regardless of any addi-
tional edges that might exist between the motif’s vertices.
The non-induced density is given as follows

t(F,W ) =

∫

[0,1]k

∏

(i,j)∈EF

W (ηi, ηj)
∏

l∈VF

dηl. (2)

The power of this framework lies in its connection to observ-
able data; the theoretical value of t(F,W ) can be accurately
estimated by the empirical motif counts found in a large
graph sampled from the graphon W (Lovász, 2012). This
makes motif densities a powerful tool for linking continuous
graphon models to discrete, real-world networks.

2.2. Graph Mixup

Mixup (Zhang et al., 2018; Verma et al., 2019) has been
successfully adapted to graphs in several works (Han et al.,
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Ŵ1

<latexit sha1_base64="1CtWiOfKFrgXD67v6BEB/n2ODtA=">AAAB8HicbVBNS8NAEJ3Ur1q/qh69LBbBU0mKVI8FLx4r2A9pQ9lsN+3SzSbsToQS+iu8eFDEqz/Hm//GbZuDtj4YeLw3w8y8IJHCoOt+O4WNza3tneJuaW//4PCofHzSNnGqGW+xWMa6G1DDpVC8hQIl7yaa0yiQvBNMbud+54lrI2L1gNOE+xEdKREKRtFKj/0xxawzG9QG5YpbdRcg68TLSQVyNAflr/4wZmnEFTJJjel5boJ+RjUKJvms1E8NTyib0BHvWapoxI2fLQ6ekQurDEkYa1sKyUL9PZHRyJhpFNjOiOLYrHpz8T+vl2J442dCJSlyxZaLwlQSjMn8ezIUmjOUU0so08LeStiYasrQZlSyIXirL6+Tdq3q1av1+6tKo5bHUYQzOIdL8OAaGnAHTWgBgwie4RXeHO28OO/Ox7K14OQzp/AHzucPqL2QSA==</latexit>

Ŵ2

<latexit sha1_base64="giB/HFUyXay1URsQLezeUFsD8IA=">AAAB8HicbVBNS8NAEJ34WetX1aOXxSJ4KkmV6rHgxWMF+yFtKJvtpl26m4TdiVBCf4UXD4p49ed489+4bXPQ1gcDj/dmmJkXJFIYdN1vZ219Y3Nru7BT3N3bPzgsHR23TJxqxpsslrHuBNRwKSLeRIGSdxLNqQokbwfj25nffuLaiDh6wEnCfUWHkQgFo2ilx96IYtae9i/7pbJbcecgq8TLSRlyNPqlr94gZqniETJJjel6boJ+RjUKJvm02EsNTygb0yHvWhpRxY2fzQ+eknOrDEgYa1sRkrn6eyKjypiJCmynojgyy95M/M/rphje+JmIkhR5xBaLwlQSjMnsezIQmjOUE0so08LeStiIasrQZlS0IXjLL6+SVrXi1Sq1+6tyvZrHUYBTOIML8OAa6nAHDWgCAwXP8ApvjnZenHfnY9G65uQzJ/AHzucPqkGQSQ==</latexit>

Ŵ3

<latexit sha1_base64="giB/HFUyXay1URsQLezeUFsD8IA=">AAAB8HicbVBNS8NAEJ34WetX1aOXxSJ4KkmV6rHgxWMF+yFtKJvtpl26m4TdiVBCf4UXD4p49ed489+4bXPQ1gcDj/dmmJkXJFIYdN1vZ219Y3Nru7BT3N3bPzgsHR23TJxqxpsslrHuBNRwKSLeRIGSdxLNqQokbwfj25nffuLaiDh6wEnCfUWHkQgFo2ilx96IYtae9i/7pbJbcecgq8TLSRlyNPqlr94gZqniETJJjel6boJ+RjUKJvm02EsNTygb0yHvWhpRxY2fzQ+eknOrDEgYa1sRkrn6eyKjypiJCmynojgyy95M/M/rphje+JmIkhR5xBaLwlQSjMnsezIQmjOUE0so08LeStiIasrQZlS0IXjLL6+SVrXi1Sq1+6tyvZrHUYBTOIML8OAa6nAHDWgCAwXP8ApvjnZenHfnY9G65uQzJ/AHzucPqkGQSQ==</latexit>

Ŵ3

<latexit sha1_base64="1CtWiOfKFrgXD67v6BEB/n2ODtA=">AAAB8HicbVBNS8NAEJ3Ur1q/qh69LBbBU0mKVI8FLx4r2A9pQ9lsN+3SzSbsToQS+iu8eFDEqz/Hm//GbZuDtj4YeLw3w8y8IJHCoOt+O4WNza3tneJuaW//4PCofHzSNnGqGW+xWMa6G1DDpVC8hQIl7yaa0yiQvBNMbud+54lrI2L1gNOE+xEdKREKRtFKj/0xxawzG9QG5YpbdRcg68TLSQVyNAflr/4wZmnEFTJJjel5boJ+RjUKJvms1E8NTyib0BHvWapoxI2fLQ6ekQurDEkYa1sKyUL9PZHRyJhpFNjOiOLYrHpz8T+vl2J442dCJSlyxZaLwlQSjMn8ezIUmjOUU0so08LeStiYasrQZlSyIXirL6+Tdq3q1av1+6tKo5bHUYQzOIdL8OAaGnAHTWgBgwie4RXeHO28OO/Ox7K14OQzp/AHzucPqL2QSA==</latexit>

Ŵ2

<latexit sha1_base64="6T/q+MhG3LnTBNTD1+XGYOln9Y4=">AAAB8HicbVBNS8NAEJ3Ur1q/qh69BIvgqSRFqseCF48V7Ie0oWy2m3bp7ibsToQS+iu8eFDEqz/Hm//GbZuDtj4YeLw3w8y8MBHcoOd9O4WNza3tneJuaW//4PCofHzSNnGqKWvRWMS6GxLDBFeshRwF6yaaERkK1gknt3O/88S04bF6wGnCAklGikecErTSY39MMOvMBv6gXPGq3gLuOvFzUoEczUH5qz+MaSqZQiqIMT3fSzDIiEZOBZuV+qlhCaETMmI9SxWRzATZ4uCZe2GVoRvF2pZCd6H+nsiINGYqQ9spCY7NqjcX//N6KUY3QcZVkiJTdLkoSoWLsTv/3h1yzSiKqSWEam5vdemYaELRZlSyIfirL6+Tdq3q16v1+6tKo5bHUYQzOIdL8OEaGnAHTWgBBQnP8ApvjnZenHfnY9lacPKZU/gD5/MHpzmQRw==</latexit>

Ŵ1

<latexit sha1_base64="Bmml2EMVUtjOeNb1XbBnfpc+ZNo=">AAAB9HicbVDLSgNBEOyNrxhfUY9eBoPgQcJukOgx4MVjBPOAZAmzk9lkyOzDmd5AWPY7vHhQxKsf482/cZLsQRMLGoqqbrq7vFgKjbb9bRU2Nre2d4q7pb39g8Oj8vFJW0eJYrzFIhmprkc1lyLkLRQoeTdWnAae5B1vcjf3O1OutIjCR5zF3A3oKBS+YBSN5PbHFNNONkjtKycblCt21V6ArBMnJxXI0RyUv/rDiCUBD5FJqnXPsWN0U6pQMMmzUj/RPKZsQke8Z2hIA67ddHF0Ri6MMiR+pEyFSBbq74mUBlrPAs90BhTHetWbi/95vQT9WzcVYZwgD9lykZ9IghGZJ0CGQnGGcmYIZUqYWwkbU0UZmpxKJgRn9eV10q5VnXq1/nBdadTyOIpwBudwCQ7cQAPuoQktYPAEz/AKb9bUerHerY9la8HKZ07hD6zPH06zkcM=</latexit>

Ŵ0,1 <latexit sha1_base64="/243nqbUjdM9p0DxJYbmxVvocg8=">AAAB9HicbVDLSgNBEOyNrxhfUY9eBoPgQcJukOgx4MVjBPOAZAmzk9lkyOzDmd5AWPY7vHhQxKsf482/cZLsQRMLGoqqbrq7vFgKjbb9bRU2Nre2d4q7pb39g8Oj8vFJW0eJYrzFIhmprkc1lyLkLRQoeTdWnAae5B1vcjf3O1OutIjCR5zF3A3oKBS+YBSN5PbHFNNONkjtq1o2KFfsqr0AWSdOTiqQozkof/WHEUsCHiKTVOueY8foplShYJJnpX6ieUzZhI54z9CQBly76eLojFwYZUj8SJkKkSzU3xMpDbSeBZ7pDCiO9ao3F//zegn6t24qwjhBHrLlIj+RBCMyT4AMheIM5cwQypQwtxI2pooyNDmVTAjO6svrpF2rOvVq/eG60qjlcRThDM7hEhy4gQbcQxNawOAJnuEV3qyp9WK9Wx/L1oKVz5zCH1ifP1A4kcQ=</latexit>

Ŵ0,2

<latexit sha1_base64="tevurU2CY07mYwaQSG5IUebZBVc=">AAAB9HicbVDLSgNBEOyNrxhfUY9eBoPgQcJukOgx4MVjBPOAZAmzk9lkyOzDmd5AWPY7vHhQxKsf482/cZLsQRMLGoqqbrq7vFgKjbb9bRU2Nre2d4q7pb39g8Oj8vFJW0eJYrzFIhmprkc1lyLkLRQoeTdWnAae5B1vcjf3O1OutIjCR5zF3A3oKBS+YBSN5PbHFNNONkidKycblCt21V6ArBMnJxXI0RyUv/rDiCUBD5FJqnXPsWN0U6pQMMmzUj/RPKZsQke8Z2hIA67ddHF0Ri6MMiR+pEyFSBbq74mUBlrPAs90BhTHetWbi/95vQT9WzcVYZwgD9lykZ9IghGZJ0CGQnGGcmYIZUqYWwkbU0UZmpxKJgRn9eV10q5VnXq1/nBdadTyOIpwBudwCQ7cQAPuoQktYPAEz/AKb9bUerHerY9la8HKZ07hD6zPH1A6kcQ=</latexit>

Ŵ1,1
<latexit sha1_base64="PuTQAdDAsLD8gVQG838VTWYpqqY=">AAAB9HicbVDLSgNBEOyNrxhfUY9eBoPgQcJukOgx4MVjBPOAZAmzk9lkyOzDmd5AWPY7vHhQxKsf482/cZLsQRMLGoqqbrq7vFgKjbb9bRU2Nre2d4q7pb39g8Oj8vFJW0eJYrzFIhmprkc1lyLkLRQoeTdWnAae5B1vcjf3O1OutIjCR5zF3A3oKBS+YBSN5PbHFNNONkidq1o2KFfsqr0AWSdOTiqQozkof/WHEUsCHiKTVOueY8foplShYJJnpX6ieUzZhI54z9CQBly76eLojFwYZUj8SJkKkSzU3xMpDbSeBZ7pDCiO9ao3F//zegn6t24qwjhBHrLlIj+RBCMyT4AMheIM5cwQypQwtxI2pooyNDmVTAjO6svrpF2rOvVq/eG60qjlcRThDM7hEhy4gQbcQxNawOAJnuEV3qyp9WK9Wx/L1oKVz5zCH1ifP1G/kcU=</latexit>

Ŵ1,2

<latexit sha1_base64="olcLSg/5dh0anBWOPvujyvio2yQ=">AAAB9HicbVDLSgMxFL3xWeur6tJNsAiuykyR6rLgxmUF+4B2KJlMpg3NZMYkUyjDfIcbF4q49WPc+Tem7Sy09UDgcM653JvjJ4Jr4zjfaGNza3tnt7RX3j84PDqunJx2dJwqyto0FrHq+UQzwSVrG24E6yWKkcgXrOtP7uZ+d8qU5rF8NLOEeREZSR5ySoyVvKybD7OBsPmA5MNK1ak5C+B14hakCgVaw8rXIIhpGjFpqCBa910nMV5GlOFUsLw8SDVLCJ2QEetbKknEtJctjs7xpVUCHMbKPmnwQv09kZFI61nk22REzFivenPxP6+fmvDWy7hMUsMkXS4KU4FNjOcN4IArRo2YWUKo4vZWTMdEEWpsT2Vbgrv65XXSqdfcRq3xcF1t1os6SnAOF3AFLtxAE+6hBW2g8ATP8ApvaIpe0Dv6WEY3UDFzBn+APn8ANXeSWg==</latexit>

Wω
<latexit sha1_base64="LXdvaEbnT1yznndP8GaI2ZblRo0=">AAAB8nicbVDLSgMxFM3UV62vqks3wSK4KjNFqsuCC11WsA+YDiWTybShmWRI7ghl6Ge4caGIW7/GnX9j2s5CWw8EDuecS+49YSq4Adf9dkobm1vbO+Xdyt7+weFR9fika1SmKetQJZTuh8QwwSXrAAfB+qlmJAkF64WT27nfe2LacCUfYZqyICEjyWNOCVjJvxvmA2HTEZkNqzW37i6A14lXkBoq0B5WvwaRolnCJFBBjPE9N4UgJxo4FWxWGWSGpYROyIj5lkqSMBPki5Vn+MIqEY6Vtk8CXqi/J3KSGDNNQptMCIzNqjcX//P8DOKbIOcyzYBJuvwozgQGhef344hrRkFMLSFUc7srpmOiCQXbUsWW4K2evE66jbrXrDcfrmqtRlFHGZ2hc3SJPHSNWugetVEHUaTQM3pFbw44L86787GMlpxi5hT9gfP5A0+qkT4=</latexit>

Gω

<latexit sha1_base64="kr87yLKmVltvnrdtcKFNRd/A1/Y=">AAACEHicbZDLSsNAFIYnXmu9RV26GSyiq5IUqUIpFBR0WcFeoAlhMp20QycXZiZCiHkEN76KGxeKuHXpzrdx0mahrT8MfPznHOac340YFdIwvrWl5ZXVtfXSRnlza3tnV9/b74ow5ph0cMhC3neRIIwGpCOpZKQfcYJ8l5GeO7nM6717wgUNgzuZRMT20SigHsVIKsvRTywfyTFGLL3KHAM2oZXCa0dCq/FgNWCiqAkNaGWOXjGqxlRwEcwCKqBQ29G/rGGIY58EEjMkxMA0ImmniEuKGcnKVixIhPAEjchAYYB8Iux0elAGj5UzhF7I1QsknLq/J1LkC5H4rurM1xfztdz8rzaIpXdhpzSIYkkCPPvIixmUIczTgUPKCZYsUYAwp2pXiMeIIyxVhmUVgjl/8iJ0a1WzXq3fnlVatSKOEjgER+AUmOActMANaIMOwOARPINX8KY9aS/au/Yxa13SipkD8Efa5w/485qX</latexit>
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<latexit sha1_base64="yqv2elzUvJhBEYgI+KTog3lpyr8=">AAACEHicbZDLSsNAFIYn9VbrLerSzWARXZVEpAqlUFDQZQV7gSaEyXTSDp1cmJkIIeYR3Pgqblwo4talO9/GSZuFtv4w8PGfc5hzfjdiVEjD+NZKS8srq2vl9crG5tb2jr671xVhzDHp4JCFvO8iQRgNSEdSyUg/4gT5LiM9d3KZ13v3hAsaBncyiYjto1FAPYqRVJajH1s+kmOMWHqVOSZsQiuF146EVuPBasBEUROa0MocvWrUjKngIpgFVEGhtqN/WcMQxz4JJGZIiIFpRNJOEZcUM5JVrFiQCOEJGpGBwgD5RNjp9KAMHilnCL2QqxdIOHV/T6TIFyLxXdWZry/ma7n5X20QS+/CTmkQxZIEePaRFzMoQ5inA4eUEyxZogBhTtWuEI8RR1iqDCsqBHP+5EXontbMeq1+e1ZtGUUcZXAADsEJMME5aIEb0AYdgMEjeAav4E170l60d+1j1lrSipl98Efa5w/7fpqX</latexit> D 1
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<latexit sha1_base64="ldZ7S1+cFeR/ggXA7HaQ0Z0gsb8=">AAAB/HicbVDLSsNAFL3xWesr2qWbwSLUTUlEqsuCLlxWsA9oQphMJ+3QyYOZiRBC/RU3LhRx64e482+ctFlo64GBwzn3cs8cP+FMKsv6NtbWNza3tis71d29/YND8+i4J+NUENolMY/FwMeSchbRrmKK00EiKA59Tvv+9Kbw+49USBZHDypLqBviccQCRrDSkmfWnM6ENZwQqwnBPL+deda5Z9atpjUHWiV2SepQouOZX84oJmlII0U4lnJoW4lycywUI5zOqk4qaYLJFI/pUNMIh1S6+Tz8DJ1pZYSCWOgXKTRXf2/kOJQyC309WaSUy14h/ucNUxVcuzmLklTRiCwOBSlHKkZFE2jEBCWKZ5pgIpjOisgEC0yU7quqS7CXv7xKehdNu9Vs3V/W21ZZRwVO4BQaYMMVtOEOOtAFAhk8wyu8GU/Gi/FufCxG14xypwZ/YHz+ANFQlDE=</latexit>

!(D0)

<latexit sha1_base64="5QckzbTC4ysFqWes8H5H+9RL3tc=">AAAB/HicbVDLSsNAFL3xWesr2qWbwSLUTUlEqsuCLlxWsA9oQphMJ+3QyYOZiRBC/RU3LhRx64e482+ctFlo64GBwzn3cs8cP+FMKsv6NtbWNza3tis71d29/YND8+i4J+NUENolMY/FwMeSchbRrmKK00EiKA59Tvv+9Kbw+49USBZHDypLqBviccQCRrDSkmfWnM6ENZwQqwnBPL+defa5Z9atpjUHWiV2SepQouOZX84oJmlII0U4lnJoW4lycywUI5zOqk4qaYLJFI/pUNMIh1S6+Tz8DJ1pZYSCWOgXKTRXf2/kOJQyC309WaSUy14h/ucNUxVcuzmLklTRiCwOBSlHKkZFE2jEBCWKZ5pgIpjOisgEC0yU7quqS7CXv7xKehdNu9Vs3V/W21ZZRwVO4BQaYMMVtOEOOtAFAhk8wyu8GU/Gi/FufCxG14xypwZ/YHz+ANLVlDI=</latexit>

!(D1)

<latexit sha1_base64="W25XARruGObvN325zPY74QEAKjM=">AAACB3icbVDLSgMxFM34rPVVdSlIsAh1U2a6qC4LLnRZwT6gHUomvdOGJpkhyYhl6M6Nv+LGhSJu/QV3/o1pOwttPRA4nHMuufcEMWfauO63s7K6tr6xmdvKb+/s7u0XDg6bOkoUhQaNeKTaAdHAmYSGYYZDO1ZARMChFYyupn7rHpRmkbwz4xh8QQaShYwSY6Ve4aREzvG1IvEwkliwB5MowKANE1mg6JbdGfAy8TJSRBnqvcJXtx/RRIA0lBOtO54bGz8lyjDKYZLvJhpiQkdkAB1LJRGg/XR2xwSfWaWPw0jZJw2eqb8nUiK0HovAJu16Q73oTcX/vE5iwks/ZTJODEg6/yhMODYRnpaC+0wBNXxsCaGK2V0xHRJFqLHV5W0J3uLJy6RZKXvVcvW2Uqy5WR05dIxOUQl56ALV0A2qowai6BE9o1f05jw5L8678zGPrjjZzBH6A+fzB13CmPo=</latexit>

(a) Graphon mixture estimation

<latexit sha1_base64="o8ElIisK0oHJtPX0VzfAtlJpz80=">AAAB8HicbVA9TwJBEJ3DL8Qv1NLmIpjYSO4o0JLExhIT+TBwIXvLABt29y67eybkwq+wsdAYW3+Onf/GBa5Q8CWTvLw3k5l5YcyZNp737eQ2Nre2d/K7hb39g8Oj4vFJS0eJotikEY9UJyQaOZPYNMxw7MQKiQg5tsPJ7dxvP6HSLJIPZhpjIMhIsiGjxFjpsTwpXwkkUveLJa/iLeCuEz8jJcjQ6Be/eoOIJgKloZxo3fW92AQpUYZRjrNCL9EYEzohI+xaKolAHaSLg2fuhVUG7jBStqRxF+rviZQIracitJ2CmLFe9ebif143McObIGUyTgxKulw0TLhrInf+vTtgCqnhU0sIVcze6tIxUYQam1HBhuCvvrxOWtWKX6vU7qulupfFkYczOIdL8OEa6nAHDWgCBQHP8ApvjnJenHfnY9mac7KZU/gD5/MH2S2Pvw==</latexit>

k-means

<latexit sha1_base64="JEJ67p1UPNIC/svKKaaR+5HGuJo="></latexit>

v̂(Gt) =
[
t(F1, Gt), t(F2, Gt), . . . , t(Fm, Gt)

]
→ Rm

<latexit sha1_base64="zbPUlA/ygMmomB4kFdwxra2j/Qo=">AAACD3icbVDLSsNAFJ34rPUVdelmsCguSkmKVDdCQaEuK/QFTQiT6aQdOpmEmYlQQv/Ajb/ixoUibt2682+ctFlo64GBwzn3MPceP2ZUKsv6NlZW19Y3Ngtbxe2d3b198+CwI6NEYNLGEYtEz0eSMMpJW1HFSC8WBIU+I11/fJP53QciJI14S01i4oZoyGlAMVJa8swzJ0RqhBFLb6fwGjppw7PLsOFVy9AZREpmvOVMPbNkVawZ4DKxc1ICOZqe+aXjOAkJV5ghKfu2FSs3RUJRzMi06CSSxAiP0ZD0NeUoJNJNZ/dM4alWBjCIhH5cwZn6O5GiUMpJ6OvJbHu56GXif14/UcGVm1IeJ4pwPP8oSBhUEczKgQMqCFZsognCgupdIR4hgbDSFRZ1CfbiycukU63YtUrt/qJUt/I6CuAYnIBzYINLUAd3oAnaAINH8AxewZvxZLwY78bHfHTFyDNH4A+Mzx+DuZpi</latexit>D = {G1, G2, . . . , GT } Motif 
density 

calculation
<latexit sha1_base64="lrmgCaDcbudzVbBXDFrwApvBKBw=">AAACD3icbVC7TsMwFHV4lvIKMLJYtCCmKulQGCuxsCAVRB9SEyrHdVqrdhzZTqUq6h+w8CssDCDEysrG3+C0GaDlTkfn3Me5J4gZVdpxvq2V1bX1jc3CVnF7Z3dv3z44bCmRSEyaWDAhOwFShNGINDXVjHRiSRAPGGkHo6tMb4+JVFRE93oSE5+jQURDipE2VM8+uxGcRBqOCdZCQhUjTGDZoxH0ONLDIEjvpg+83LNLTsWZFVwGbg5KIK9Gz/7y+gIn2W7MkFJd14m1nyKpKWZkWvQSRcytERqQroER4kT56eyfKTw1TB+Gxk8ojLcZ+3siRVypCQ9MZ2ZSLWoZ+Z/WTXR46ac0ihNNIjw/FCYMagGzcGCfSpMDmxiAsKTGK8RDJBHWJsKiCcFdfHkZtKoVt1ap3VZLdSePowCOwQk4By64AHVwDRqgCTB4BM/gFbxZT9aL9W59zFtXrHzmCPwp6/MHHWKcBw==</latexit>

Moment vector space → Rm

Figure 1. Overview of the proposed framework. (a) Graphon mixture estimation via motif moment vectors, (b) Graphon mixture–aware
mixup for data augmentation, (c) Model-aware GCL leveraging graphon-informed augmentations and model-aware contrastive loss.

2022; Navarro & Segarra, 2023). The key idea is to augment
the dataset by interpolating existing samples. In its standard
form, mixup generates a new sample by linearly combining
two randomly chosen inputs and their labels:

xnew = λxi + (1− λ)xj , ynew = λyi + (1− λ)yj , (3)

where (xi, yi) and (xj , yj) are two samples with one-hot
labels. In the graph domain, G-Mixup extends this idea by
operating at the level of graphons (Han et al., 2022; Navarro
& Segarra, 2023). Given two classes, it first estimates their
graphons, then interpolates between them, and finally gener-
ates new graphs and labels from the mixed graphon:

Graphon estimation: D0 →WG , D1 →WH,

Graphon mixup: WI = λWG + (1− λ)WH,

Graph generation: {I1, . . . , Im} i.i.d.∼ G(K,WI),

Label mixup: yI = λyG + (1− λ)yH.

2.3. Graph contrastive learning

GCL (Veličković et al., 2019; You et al., 2020; 2021; Suresh
et al., 2021) aims to learn discriminative node or graph-level
embeddings in a self-supervised manner, without relying
on explicit labels. Given a collection of graphs {Gt}Tt=1,
the goal of graph-level GCL is to train an encoder Eθ(·)
so that it produces expressive representations or embed-
dings. The encoder outputs an embedding per graph Gt,
denoted by zt = Eθ(At,Xt), where zt ∈ RF . InfoNCE-
based methods are widely adopted in this setting (You et al.,
2020; Suresh et al., 2021; You et al., 2021). These meth-
ods generate an augmented view of the input graph through
transformations such as edge perturbation, feature mask-
ing, or subgraph sampling. Following this, let zt and z̃t

denote the graph-level representations of the original and
augmented views, respectively. The InfoNCE loss is then
used to bring zt and z̃t (positive pair) closer in the embed-
ding space while pushing them apart from representations
of all other graphs in the batch (z̃t′ , for all t′ ̸= t, i.e., nega-
tive samples). Formally, the parameters of the encoder are
achieved by minimizing the following loss function

Lt = −
1

L

L∑

t=1

log
exp(sim(zt, z̃t)/τ)∑L

t′=1, t′ ̸=t exp(sim(zt, z̃t′)/τ)
. (4)

3. Methods
We first present our unified framework for estimating the
multiple underlying data distributions of graphs as a graphon
mixture in Section 3.1. We then introduce how to adapt
and leverage these estimated graphons in the context of
graph mixup and graph contrastive learning, as detailed in
Sections 3.2 and 3.3, respectively. An overview of these
steps is shown in Figure 1, and a detailed algorithm of these
three steps is included in Appendix A.

3.1. Graphon Mixture Estimation

The goal of this step, which is the core of our methodology,
is to recover the multiple underlying generative models of
the data, represented as a set of graphons {Wi}Ki=1. We
assume that each observed graph Gt in the dataset is sam-
pled from one of these graphons, though the assignment is
unknown. Hence, the task reduces to identifying groups of
graphs that are likely to originate from the same underlying
distribution, and subsequently estimating a representative
graphon for each group.

To formalize this idea, we leverage the concept of mo-

3



From Moments to Models: Graphon-Mixture Learning for Mixup and Contrastive Learning

ment vectors. For a graphon W , its motif densities pro-
vide expectations of subgraph counts (Equation (2)). Let
F = {F1, . . . , Fm} denote a fixed family of motifs. The
moment vector of a graphon W with respect to F is

v(W ) =
[
t(F1,W ), t(F2,W ), . . . , t(Fm,W )

]
∈ Rm.

(5)
Similarly, for an observed graph G sampled from W , we
compute its empirical moment vector v̂(G) by normalizing
motif counts in G. We present next a result to bound the
difference between the empirical moment vectors of two
graphs.
Theorem 3.1 (Bounding Empirical Density Difference by
Graphon Distance). Let G1 and G2 be n-vertex graphs
sampled from graphons W1 and W2, respectively, where
dcut(W1,W2) ≤ ϵ. Let F be a fixed family of motifs of
bounded size. For any motif F ∈ F with k = v(F ) vertices
and e(F ) edges, and for any target failure probability η > 0,
we have

|t(F,G1)− t(F,G2)| ≤ e(F )ϵ︸ ︷︷ ︸
Graphon difference

+ 2

(√
1

2m
log

4

η
+

e(F )√
n(n− 1)

√
2 log

4

η

)

︸ ︷︷ ︸
Sampling error

.
(6)

with probability at least 1− 2η, where m =
⌊
n
k

⌋
. The proof

is provided in Appendix B.

The bound in Equation (6) on the total difference in empir-
ical motif densities is comprised of two components. The
first term, the graphon difference, arises from the intrinsic
structural dissimilarity between the underlying graphons W1

and W2. The second term, the sampling error, represents
a novel and tighter concentration bound that quantifies the
statistical uncertainty from the random graph generation
process. This novel bound offers a significant improvement
over classical approaches that can be derived from the liter-
ature (Lovász, 2012; Borgs et al., 2008), as we demonstrate
in Appendix B.1, where a full derivation and comparison
are provided.

Theorem 3.1 reveals that if the underlying graphons W1

and W2 are close in cut distance, i.e., small ϵ, then the cor-
responding empirical moment vectors, v̂(G1) and v̂(G2),
are also close with high probability. Alternatively, when
the sampling error is sufficiently small (e.g., for sufficiently
large graphs), a large observed discrepancy between the em-
pirical moment vectors of two graphs provides evidence
that their underlying graphons are not close in cut dis-
tance. Formally, in this small-sampling-error regime, if
|t(F,G1)− t(F,G2)| is large for some motif F , it implies
that dcut(W1,W2) must also be large. By applying a union
bound across all motifs in the family F , this principle ex-
tends to the full moment vector: a large Euclidean distance

∥v̂(G1) − v̂(G2)∥2 implies that G1 and G2 likely origi-
nate from different graphon distributions. This justifies
the use of motif-based embeddings for graph clustering, as
distinct generating processes produce measurably distinct
motif fingerprints. Further theoretical analyses are included
in Appendix B.1.

Equipped with the above theorem, we assign each graph
Gt a feature vector vt = v̂(Gt) ∈ Rm, and collect them as
{vt}Tt=1. We then apply k-means clustering to these vectors
in order to group graphs according to their latent generative
models. Let {C1, . . . , CK} denote the resulting clusters.
Within each cluster Ck, the graphs share similar moment
vectors, suggesting they arise from a common graphon Wk.
Then, we aim to estimate a graphon for each cluster of
graphs. To mitigate boundary effects (i.e., graphs near the
edges of clusters that may not be well represented), we
select the L graphs closest to the cluster centroid in moment
space. For each cluster Ck, we estimate the underlying
graphon Wk using these L graphs. Any graphon estimation
algorithm can be applied; in our implementation, we adopt
SIGL (Azizpour et al., 2025), which additionally provides
the latent node variables η alongside the graphon estimate.
Finally, each graph Gt in cluster Ck is associated with the
estimated graphon Wk. This provides us with a graphon
mixture model {W1, . . . ,WK}, where each observed graph
is assigned to exactly one mixture component. To align with
the dataset size, we set K = log T as a simple, dataset-size-
aware default. Since K acts on the motif-embedding space,
it can equivalently be selected using standard cluster-number
heuristics (e.g., the elbow method or silhouette analysis);
we leave K as a tunable hyperparameter and study its effect
empirically in Appendix F.4.

In summary, we can view the overall pipeline as a map-
ping from a collection of graphs to a set of estimated
graphons together with an assignment function. Let D =
{G1, G2, . . . , GT } denote the dataset of observed graphs.
Our procedure outputs (i) a set of estimated graphons
{Ŵ1, . . . , ŴK} and (ii) an assignment function

π : D → {1, . . . ,K},

such that each graph Gt is mapped to one of the estimated
graphons Ŵπ(Gt). Equivalently, the pipeline defines a func-
tion

Φ : D −→
(
{Ŵ1, . . . , ŴK}, π

)
, (7)

where Φ encapsulates the steps of (i) computing empirical
moment vectors, (ii) clustering in moment space, and (iii)
estimating graphons for each cluster. A detailed computa-
tional complexity analysis of the graphon mixture estimation
procedure Φ is provided in Appendix A.1.
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3.2. Graphon Mixture-Aware Mixup (GMAM)

In this section, we describe how to leverage the graphon
mixture for graph data augmentation under the mixup frame-
work. This serves as a concrete example of how incor-
porating underlying generative models can benefit super-
vised downstream learning. In contrast to existing G-mixup,
which assumes a single graphon per class, our approach
disentangles the multiple generative models that may exist
within each class. This enables a more fine-grained and
semantically valid interpolation strategy.

Consider a dataset of graphs with C classes, D =
{(Gt, yt)}Tt=1, where yt ∈ {1, . . . , C}. For each class i,
we first collect its subset of graphs Di = {Gt | yt = i}. We
then apply the operator Φ from Section 3.1 to estimate the
graphon mixture within each class. Formally, this yields

Φ(Di) −→
(
{Ŵi,1, . . . , Ŵi,Ki}, πi

)
, (8)

where {Ŵi,1, . . . , Ŵi,Ki
} denotes the mixture of graphons

estimated for class i, and πi is the assignment of each graph
in Di to its underlying graphon. To perform GMAM, we
first sample two graphs Ga ∈ Di and Gb ∈ Dj from classes
i ̸= j. Instead of directly interpolating their raw structure,
we trace back to their associated graphons, Ŵi,πi(Ga) and
Ŵj,πj(Gb). We then construct a mixed graphon

Wλ = λŴi,πi(Ga) + (1− λ)Ŵj,πj(Gb). (9)

Finally, we generate a new graph Gλ ∼ G(n,Wλ) ac-
cording to the stochastic sampling process in (1), where
n is chosen to match the scale of the dataset. The asso-
ciated label is interpolated in the standard mixup fashion:
yλ = λyi + (1− λ)yj , where yi,yj are one-hot encoded
labels. By disentangling class distributions into mixtures
of graphons, we preserve finer semantic structures during
augmentation and avoid the unrealistic assumption that all
graphs within a class share a single generative model. This
leads to higher-quality data augmentation and, consequently,
improved graph classification performance. We evaluate this
effect in Section 4.2.

3.3. Model-aware Graph Contrastive Learning (MGCL)

We now extend the graphon mixture framework to con-
trastive learning, providing a second example of how incor-
porating underlying generative models can improve down-
stream learning in an unsupervised setting. Given an un-
labeled dataset of graphs D = {Gt}Tt=1, we first apply
the operator Φ (Section 3.1) to obtain the graphon mixture
{Ŵ1, . . . , ŴK} along with the assignment π that maps each
graph Gt to its generating graphon Ŵπ(Gt). This mapping
benefits contrastive learning in two key ways: (1) it en-
ables a principled graphon-aware augmentation strategy that
generates meaningful positive pairs, and (2) it supports a
model-aware loss function.

Graphon-aware augmentation. For each cluster k, the
estimated graphon Ŵk characterizes the generative distri-
bution of graphs in that cluster. We use this distribution to
design a graphon-informed augmentation procedure. Given
a graph Gt with adjacency matrix At that belongs to cluster
Ct, we randomly select a subset Esel of r% of all node pairs.
For each selected pair (i, j) ∈ Esel, the corresponding adja-
cency entry is resampled according to the probability given
by the cluster’s graphon:

Ãt(i, j) ∼ Bernoulli
(
ŴCt

(ηi, ηj)
)
, Ãt(j, i) = Ãt(i, j),

(10)
where ηi, ηj ∈ [0, 1] denote the latent positions associated
with nodes i and j. For all pairs (i, j) /∈ Esel, we retain the
original edges: Ãt(i, j) = At(i, j). Note that, to leverage
graphons for augmentation and edge resampling, we require
the latent variables of the nodes (η) in order to query the
edge probabilities from the graphon. Since SIGL (Azizpour
et al., 2025) is specifically designed to estimate graphons to-
gether with the latent node positions, we adopt it for graphon
estimation. Nevertheless, other graphon estimation meth-
ods (Chatterjee, 2015; Chan & Airoldi, 2014) can also be
employed, as they implicitly assign latent variables by sort-
ing nodes according to degree and using the degree as a
proxy for the latent position.

This process injects structure-aware perturbations guided
by the estimated generative model. Unlike naive random
perturbations-such as edge or node dropping-commonly
used in existing graph contrastive learning methods,
graphon-aware augmentation assigns edge-specific prob-
abilities informed by the graphon, producing more faith-
ful augmented views. Passing the original graph and its
graphon-aware augmentation through the encoder Eθ with
node features Xt yields the corresponding representations

zt = Eθ(At,Xt),

z̃t = Eθ(Ãt,Xt).
(11)

Moreover, prior work has established a theoretical connec-
tion between graphons and the stability of graph neural net-
work representations. In particular, Ruiz et al. (2020) shows
that when two graphs are generated from the same underly-
ing graphon, the distance between their GNN outputs ((zt
and z̃t in our setting) is bounded, with the bound depend-
ing on properties of the graphon and the graph resolutions.
This provides a principled justification for graphon-aware
augmentation: by generating augmented views according
to the same underlying graphon, the resulting representa-
tions are guaranteed to remain close in the embedding space.
In contrast, commonly used random perturbations in exist-
ing graph contrastive learning frameworks offer no such
guarantee and may produce augmented graphs that deviate
substantially from the anchor’s generative model. Conse-
quently, conditioning augmentations on the inferred graphon
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Figure 2. t-SNE visualization of empirical moment vectors for graphs sampled from a mixture of graphons. Left: Varying size,
n ∼ U [75, 300]. Right: Fixed size, n = 200. Each color represents a different graphon.

leads to more meaningful positive pairs and better-aligned
contrastive objectives.

Model-aware contrasting. We modify the InfoNCE ob-
jective (Oord et al., 2018) to account for graphon mixture
assignments. Given a batch of L graphs, we define a new
loss for anchor t, and the overall loss function is

Lall = − 1
L

L∑

t=1

log
exp(sim(zt, z̃t)/τ)

L∑
t′=1,Ct′ ̸=Ct

exp(sim(zt, z̃t′)/τ)

,

(12)
where sim(·, ·) is a similarity measure (e.g., cosine), τ is
the temperature, and Ct is the cluster index of Gt. Unlike
standard InfoNCE, which pushes a graph away from all
other graphs (including those with the same underlying
model), our formulation only contrasts against graphs from
different graphons. The following result formalizes how the
proposed loss enforces model-aware representations through
its contrastive structure.

Theorem 3.2 (Lower bound of model-aware loss). For ev-
ery graph t let mt := |{k : Ck ̸= Ct}|, and z̄(¬Ct) :=
1
mt

∑
Ck ̸=Ct

z̃k be the centroid of negative samples from
clusters other than Ct. Then,

lnmt + sim(zt, z̄
(¬Ct))− sim(zt, z̃t) ≤ ℓt, (13)

where ℓt = log exp(sim(zt,z̃t)/τ)
L∑

t′=1,Ct′ ̸=Ct

exp(sim(zt,z̃t′ )/τ)

, is the loss of

anchor t.

The proof is provided in Appendix C. This lower bound
shows that minimizing the proposed loss encourages each
graph representation zt to separate from the centroid of rep-
resentations corresponding to graphs generated by different
underlying models, as captured by the term sim(zt, z̄

(¬Ct)).
In contrast to standard contrastive learning, where all other
graphs in the batch are treated as negatives, our formula-
tion restricts negative samples to graphs drawn from differ-
ent graphons, thereby excluding structurally similar graphs

from the same mixture component and reducing false neg-
atives (see Appendix F.6). Moreover, the use of graphon-
aware augmentations ensures that the positive sample z̃t
remains semantically consistent with the underlying genera-
tive process, strengthening the alignment term sim(zt, z̃t).
Together, these effects encourage the encoder to align each
graph representation with its generating model while explic-
itly separating it from other models. As a result, the pro-
posed objective can be interpreted as performing contrast
at the model level, contrasting graphs against representa-
tions of negative models rather than individual instances,
yielding representations that are more discriminative and
semantically faithful.

4. Experiments
We evaluate our proposed pipeline along three main di-
rections. First, in Section 4.1, we test whether cluster-
ing based on moment vectors can successfully separate
graphs generated from different underlying models using
a variety of simulated settings. Next, in Sections 4.2
and 4.3, we assess the effectiveness of mixture-aware ex-
tensions on real-world downstream tasks, namely GMAM
and MGCL, respectively. Provided in Appendix E for
all three types of experiments are details on hyperparam-
eter settings (Appendix E.2), the datasets (Appendix E.3),
baseline methods (Appendix E.4), and computational re-
sources (Appendix E.5); our code is available at https:
//github.com/aliaaz99/moments2models.

4.1. Synthetic experiment

To empirically validate the theoretical framework presented
in Section 3.1, we conduct a synthetic experiment designed
to test the efficacy of moment vectors in distinguishing
and clustering graphs sampled from a mixture of different
graphon distributions. The core hypothesis is that graphs
generated from distinct graphons will exhibit measurably
different motif densities, forming separable clusters in the
moment vector space. We generate a dataset composed of
graphs sampled from a mixture of K = 7 distinct, prede-
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Table 1. Graph classification accuracy of different mixup methods compared with GMAM. (Notation: Best, second best)

Methods IMDB-B IMDB-M REDD-B REDD-M5 REDD-M12 COLLAB AIDS

Vanilla 71.30 ± 4.36 48.80 ± 2.54 89.15 ± 2.47 53.17 ± 2.26 49.95 ± 0.98 79.39 ± 1.24 98.00 ± 1.20
DropEdge 70.50 ± 3.80 48.73 ± 4.08 87.45 ± 3.91 54.11 ± 1.94 49.77 ± 0.76 78.32 ± 1.31 92.87 ± 1.45
DropNode 72.00 ± 6.97 45.67 ± 2.59 88.60 ± 2.52 53.97 ± 2.11 49.95 ± 1.70 80.01 ± 1.66 96.25 ± 1.24
SubMix 71.70 ± 6.20 49.80 ± 4.01 90.45 ± 1.93 54.27 ± 2.92 42.58 ± 12.30 80.11 ± 0.75 96.18 ± 1.33
M-Mixup 72.00 ± 5.14 48.67 ± 5.32 87.70 ± 2.50 52.85 ± 1.03 49.81 ± 0.80 77.00 ± 2.20 –
S-Mixup 73.40 ± 6.26 50.13 ± 4.34 90.55 ± 2.11 55.19 ± 1.99 49.51 ± 1.59 – –
G-Mixup 72.40 ± 5.64 49.93 ± 2.82 90.20 ± 2.84 54.33 ± 1.99 49.72 ± 0.48 79.05 ± 1.25 97.80 ± 0.90
SIGL 73.95 ± 2.64 50.70 ± 1.41 91.93 ± 0.94 55.82 ± 1.35 49.73 ± 0.62 80.15 ± 0.60 97.93 ± 0.96
MomentMixup 74.30 ± 2.70 50.95 ± 1.93 91.80 ± 1.20 56.09 ± 1.62 49.83 ± 1.01 79.75 ± 0.59 98.50 ± 0.60

GMAM 74.45 ± 1.15 51.03 ± 1.63 92.25 ± 0.82 56.46 ± 0.95 50.18 ± 0.50 80.25 ± 0.52 98.20 ± 0.51

fined graphon models, {Wk}6k=0 (Appendix E.1). These
models, include a range of functional forms to ensure struc-
tural diversity, generating graphs of varying density through
models that are, for example, linear or exponential in nature.
For each graphon model Wk, we sample a collection of
graphs, creating a dataset where the ground-truth generating
model for each graph is known.

To analyze the impact of graph size on the concentration
of empirical moments around their theoretical means (The-
orem 3.1), we structure our experiment into two distinct
scenarios: (i) Varying size, where n is drawn uniformly
from [75, 300]; and (ii) Fixed size, with n = 200. For each
scenario, we generate a balanced dataset with an equal num-
ber of graphs from each of the seven graphon classes. For
each sampled graph, we compute its empirical moment vec-
tor using the densities of all connected motifs with up to 4
nodes, resulting in feature vectors of size 9. We then apply
the clustering algorithm introduced in Section 3.1 to clus-
ter these vectors and measure the accuracy by comparing
the assignments to the ground-truth labels. This directly
tests the ability of moment vectors to partition a mixture
of graphs generated from different underlying models. We
visualize a low-dimensional representation of the moment
vectors by projecting them into two dimensions using t-SNE
in Figure 2.

In these plots, each point represents a graph sampled from
one of seven graphon distributions, and the stars denote the
ground-truth moment vectors v(Wk) for each underlying
graphon Wk. The visualizations empirically confirm our
theoretical framework. According to Theorem 3.1, the dis-
tance between the empirical moment vectors of two sampled
graphs, v̂(G1) and v̂(G2), is influenced by two primary fac-
tors, namely the distance between their underlying graphons,
dcut(W1,W2), and a sampling error term which decreases
as the number of nodes n grows. In the varying size sce-
nario (Figure 2(a)), the higher variance in graph sizes leads
to more diffuse clusters, as smaller graphs introduce larger
sampling errors. Conversely, in the fixed size scenario with
n = 200 (Figure 2(b)), the empirical vectors concentrate
more tightly around their respective ground-truth means,
forming more distinct and separable clusters. The separa-

tion between clusters is determined by the distance between
their underlying graphons. Table 5 (Appendix E.1) reports
the pairwise Gromov-Wasserstein (GW) distances, used
here as a practical proxy for the cut distance since the latter
can be relaxed to the GW distance of step functions (Xu
et al., 2021). As expected, graphons 2 and 3 have a very
small GW distance of 0.024, reflected in the overlap of their
green and red clusters, while graphons with larger distances,
such as 0 and 4 (0.530), yield well-separated clusters.

Table 2. Clustering accuracy (%) with different embeddings.

Method Varying Fixed

Theory 81.4 82.9
GCN 58.6 64.7
GIN 25.7 60.9
Graph2Vec 28.6 62.0
DeepWalk 25.7 28.9
Spectral 22.9 21.7
DisenGCN 18.0 19.2

MBC (our) 80.0 79.3

Quantitatively, our clustering performance is reported in Ta-
ble 2. The Theory-Based accuracy is computed by assigning
each graph to the cluster of the nearest ground-truth mo-
ment vector in Euclidean space, providing an upper bound
on performance. Other methods apply k-means clustering
on the embeddings obtained by different methods. Our pro-
posed method, MBC (moment-based clustering), achieves
accuracies of 80.0 and 79.3 for the varying and fixed size
settings, respectively, outperforming all other embedding
methods and closely approaching the theory-based scores
of 81.4 and 82.9. This explicitly demonstrates that moment
vectors provide a robust foundation for clustering graphs
generated from different underlying graphons. The higher
accuracy in the fixed-size setting directly reflects the tighter
cluster formations observed in the t-SNE visualization, fur-
ther validating the concentration properties outlined in our
theory.

Further experimental results are reported in the appendix,
including an ablation study on the number of motifs (Ap-
pendix F.1), the effect of graph size on moment concentra-
tion (Appendix F.2), an analysis of the effect of the number
of clusters (Appendix F.4.1), an investigation of varying the
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number of mixture components (Appendix F.5), and evalu-
ating the quality of the estimated graphons (Appendix F.3).

4.2. GMAM

In this section, we evaluate the effectiveness of our proposed
mixture-aware graph mixup method in Section 3.2 on seven
real-world datasets from the TUDatasets benchmark (Morris
et al., 2020), which are commonly used for mixup evalua-
tion. We compare against a vanilla baseline without augmen-
tation, as well as a broad range of simple augmentations and
state-of-the-art mixup variants. Full details on datasets and
baselines are provided in Appendix E.3 and Appendix E.4.
For fairness, we adopt the same GNN structure (depth and
architecture) across all methods, along with identical train-
ing hyperparameters. All steps of graphon mixture estima-
tion and the subsequent mixup augmentation are performed
strictly within the training set. The augmentation ratio (i.e.,
the proportion of generated graphs added to training) is also
fixed consistently across methods.

Table 1 reports the results. Our method consistently im-
proves performance across multiple datasets, achieving the
highest accuracy on six of seven benchmarks and ranking
second on the remaining one. Notably, when restricting our
framework to a single graphon per class, GMAM reduces
to the SIGL-based mixup variant reported in Table 1, which
GMAM consistently outperforms. These results demon-
strate that explicitly modeling class distributions as mix-
tures of graphons rather than assuming a single graphon per
class leads to higher-quality augmentations and improved
graph classification performance, outperforming existing
augmentation strategies, including those that do not rely
on graphon-based mixup. An ablation study examining the
effect of the number of estimated mixture components is
presented in Appendix F.4.2. In addition, the estimated
underlying graphons for different classes are illustrated in
Appendix F.8, revealing the presence of distinct generative
models across classes.

4.3. MGCL

We compare MGCL with a variety of state-of-the-art GCL
baselines. The full set of competing methods is detailed
in Appendix E.4. We evaluate on seven datasets from the
TUDataset (Morris et al., 2020) collection. The experi-
ments follow the linear evaluation protocol (Peng et al.,
2020) in the literature and previous works, where models
are first trained in an unsupervised manner, and the resulting
embeddings are subsequently used for downstream tasks.
We adopt the evaluation protocol from (Sun et al., 2020),
performing 10-fold cross-validation on each dataset. The
resulting graph-level embeddings are used to train an SVM
classifier, and we report the average performance across the
folds. To summarize performance, we assign a rank to each

method based on its performance on each dataset, and the
average rank (A.R.) is then computed as the mean of these
ranks across all datasets, consistent with prior work.

As reported in Table 3, MGCL demonstrates strong per-
formance across a broad range of graph-level benchmarks.
MGCL ranks first on four out of seven datasets and second
on the remaining three. On IMDB-B, InfoGraph attains
the best performance, suggesting that augmentation-based
strategies may be less effective for this particular bench-
mark. Nevertheless, MGCL consistently outperforms other
augmentation-based methods, such as GraphCL and JOAO,
as well as more recent approaches including DRGCL and
simGRACE. Overall, MGCL achieves the lowest average
rank (A.R.) of 1.42 among the competing methods, indicat-
ing its ability to learn robust and transferable graph-level
representations. Importantly, MGCL constitutes a simple
yet principled extension of GraphCL: by explicitly model-
ing the dataset as a mixture of underlying generative models
and replacing random augmentations with graphon-aware
augmentations, it consistently improves upon GraphCL and
achieves performance comparable to, or better than, more
complex recent methods that either learn augmentations or
introduce sophisticated contrastive objectives. These results
suggest that incorporating graphon mixture estimation into
a standard contrastive learning pipeline can lead to mean-
ingful performance improvements.

Additional analyses further support the effectiveness of the
proposed model-aware graph contrastive learning frame-
work. In particular, model-aware clustering is shown to
reduce the false negative rate in contrastive learning (Ap-
pendix F.6). An ablation study on the number of clusters
used in MGCL is provided in Appendix F.4.3, and the esti-
mated graphons are illustrated in Figure 9 in Appendix F.8.
We empirically disentangle the contributions of graphon-
informed augmentation (GIA) and cluster-aware loss (CAL)
in Appendix F.7. Finally, a detailed runtime comparison of
incorporating the graphon mixture estimation step into both
Mixup and graph contrastive learning pipelines is provided
in Appendix A.2.

5. Conclusion
We proposed a unified framework for inferring mixtures
of underlying generative models (graphons) from observed
graphs. Instead of assuming a single distribution per dataset,
our approach disentangles multiple generative models and
leverages this structure for downstream learning. To the
best of our knowledge, we introduced the first method that
estimates a graphon mixture from observed graphs based
on motif moment vectors and uses it for downstream graph
learning, going beyond prior single-graphon approaches.
This is supported by tighter concentration guarantees for
graph moments, and we incorporated the estimated mix-
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Table 3. Unsupervised representation learning classification accuracy (%). A.R. denotes the average rank. (Notation: Best, second best)

Methods NCI1 PROTEINS DD MUTAG COLLAB RDT-B IMDB-B A.R.

InfoGraph 76.20 ± 1.0 74.44 ± 0.3 72.85 ± 1.8 89.01 ± 1.1 70.65 ± 1.1 82.50 ± 1.4 73.03 ± 0.9 7.00
GraphCL 77.87 ± 0.4 74.39 ± 0.4 78.62 ± 0.4 86.80 ± 1.3 71.36 ± 1.1 89.53 ± 0.8 71.14 ± 0.4 6.42
MVGRL 76.64 ± 0.3 74.02 ± 0.3 75.20 ± 0.4 75.40 ± 7.8 73.10 ± 0.6 82.00 ± 1.10 63.60 ± 4.2 8.85
JOAO 78.07 ± 0.5 74.55 ± 0.4 77.32 ± 0.5 87.35 ± 1.0 69.50 ± 0.3 85.29 ± 1.3 70.21 ± 3.1 7.85
JOAOv2 78.36 ± 0.5 74.07 ± 1.1 77.40 ± 1.1 87.67 ± 0.8 69.33 ± 0.3 86.42 ± 1.4 70.83 ± 0.3 7.28
AD-GCL 73.90 ± 0.8 73.30 ± 0.5 75.80 ± 0.9 88.70 ± 1.9 72.00 ± 0.6 90.10 ± 0.9 70.20 ± 0.7 7.28
AutoGCL 78.32 ± 0.5 69.73 ± 0.4 75.75 ± 0.6 85.15 ± 1.1 71.40 ± 0.7 86.60 ± 1.5 72.00 ± 0.4 7.14
simGRACE 79.10 ± 0.4 75.30 ± 0.1 77.40 ± 1.1 89.00 ± 1.3 71.70 ± 0.8 89.50 ± 0.9 71.30 ± 0.8 4.14
RGCL 78.10 ± 1.0 75.00 ± 0.4 78.90 ± 0.5 87.70 ± 1.0 71.00 ± 0.7 90.30 ± 0.6 71.90 ± 0.9 4.71
DRGCL 78.70 ± 0.4 75.20 ± 0.6 78.40 ± 0.7 89.50 ± 0.6 70.60 ± 0.8 90.80 ± 0.3 72.00 ± 0.5 3.57

MGCL 79.18 ± 0.48 75.54 ± 0.31 79.07 ± 0.24 90.03 ± 1.32 72.28 ± 0.63 90.46 ± 0.14 72.28 ± 0.52 1.42

ture structure into two widely studied downstream graph
learning tasks. Specifically, we developed graphon-mixture-
aware mixup (GMAM) for model-level data augmentation
in supervised settings, and model-aware graph contrastive
learning (MGCL), which combines graphon-informed aug-
mentations with a principled, model-aware loss for unsu-
pervised representation learning. Empirically, we showed
that moment-based clustering recovers ground-truth models,
GMAM achieves state-of-the-art results on six benchmarks,
and MGCL yields more semantically faithful representa-
tions, resulting in higher accuracy in downstream task clas-
sification.

While our framework is effective, its performance may be
influenced by factors such as graph size and graph sparsity.
For smaller graphs in particular, higher sampling variance
in motif counts can cause their embeddings to deviate from
their theoretical means, making it challenging to reliably
identify their true underlying generative distribution. A
discussion of both the small-graph regime and the dense-
graphon scope, along with possible relaxations to sparse-
graph settings, is provided in Appendix G. Finally, the
strong separability observed in motif-based embeddings sug-
gests a promising direction for graph representation learning
and graph-level anomaly detection, where graphs that de-
viate in moment space may be identified as arising from
anomalous generative processes.

Impact Statement
In this paper, we introduce a principled framework for mod-
eling graph datasets as mixtures of underlying generative
models using graph moments and graphons, along with
model-aware extensions of mixup and graph contrastive
learning. These contributions promote more faithful and
effective graph representation learning by explicitly account-
ing for heterogeneity in graph-generating processes, rather
than assuming a single latent distribution. The proposed
framework may enable practitioners to better understand,
analyze, and represent structural variability in real-world
graph datasets.
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Hočevar, T. and Demšar, J. A combinatorial approach to
graphlet counting. Bioinformatics, 30(4):559–565, 12
2014. ISSN 1367-4803.

Ji, Q., Li, J., Hu, J., Wang, R., Zheng, C., and Xu, F. Rethink-
ing dimensional rationale in graph contrastive learning
from causal perspective. In Proceedings of the AAAI Con-
ference on Artificial Intelligence, volume 38, pp. 12810–
12820, 2024.

Kingma, D. P. Adam: A method for stochastic optimization.
Intl. Conf. Learn. Repr. (ICLR), 2015.

Kipf, T. N. and Welling, M. Semi-supervised classification
with graph convolutional networks. In Intl. Conf. Learn.
Repr. (ICLR), 2017.

Kumar, S., Mallik, A., Khetarpal, A., and Panda, B. S. In-
fluence maximization in social networks using graph em-
bedding and graph neural network. Information Sciences,
607:1617–1636, 2022.

Li, S., Wang, X., Zhang, A., Wu, Y., He, X., and Chua, T.-S.
Let invariant rationale discovery inspire graph contrastive

learning. In Chaudhuri, K., Jegelka, S., Song, L., Szepes-
vari, C., Niu, G., and Sabato, S. (eds.), Proceedings of the
39th International Conference on Machine Learning, vol-
ume 162 of Proceedings of Machine Learning Research,
pp. 13052–13065. PMLR, 17–23 Jul 2022.

Ling, H., Jiang, Z., Liu, M., Ji, S., and Zou, N. Graph
mixup with soft alignments. In International Conference
on Machine Learning, pp. 21335–21349. PMLR, 2023.

Lovász, L. Large networks and graph limits, volume 60.
American Mathematical Soc., 2012.

Ma, J., Cui, P., Kuang, K., Wang, X., and Zhu, W. Disen-
tangled graph convolutional networks. In International
conference on machine learning, pp. 4212–4221. PMLR,
2019.

Mémoli, F. Gromov–Wasserstein distances and the metric
approach to object matching. Found. Comput. Math., 11:
417–487, 2011.

Morris, C., Kriege, N. M., Bause, F., Kersting, K., Mutzel,
P., and Neumann, M. TUDataset: A collection of bench-
mark datasets for learning with graphs. In ICML 2020
Workshop on Graph Representation Learning and Beyond,
2020.

Narayanan, A., Chandramohan, M., Venkatesan, R., Chen,
L., Liu, Y., and Jaiswal, S. graph2vec: Learning
distributed representations of graphs. arXiv preprint
arXiv:1707.05005, 2017.

Navarro, M. and Segarra, S. Joint network topology infer-
ence via a shared graphon model. IEEE Transactions on
Signal Processing, 70:5549–5563, 2022.

Navarro, M. and Segarra, S. GraphMAD: Graph mixup for
data augmentation using data-driven convex clustering.
In ICASSP 2023 - 2023 IEEE International Conference
on Acoustics, Speech and Signal Processing (ICASSP),
pp. 1–5, 2023.

Ng, A., Jordan, M., and Weiss, Y. On spectral clustering:
Analysis and an algorithm. In Dietterich, T., Becker,
S., and Ghahramani, Z. (eds.), Advances in Neural Inf.
Process. Syst. (NIPS), volume 14. MIT Press, 2001.

Olshevskyi, R., Zhao, Z., Chan, K., Verma, G., Swami,
A., and Segarra, S. Fully distributed online training of
graph neural networks in networked systems. In 2025
IEEE International Conference on Machine Learning
for Communication and Networking (ICMLCN), pp. 1–6.
IEEE, 2025.

Oord, A. v. d., Li, Y., and Vinyals, O. Representation learn-
ing with contrastive predictive coding. arXiv preprint
arXiv:1807.03748, 2018.

10



From Moments to Models: Graphon-Mixture Learning for Mixup and Contrastive Learning

Peng, Z., Huang, W., Luo, M., Zheng, Q., Rong, Y., Xu, T.,
and Huang, J. Graph representation learning via graphical
mutual information maximization. In Proc. The Web
Conf., pp. 259–270, 2020.

Perozzi, B., Al-Rfou, R., and Skiena, S. DeepWalk: Online
learning of social representations. In Proceedings of the
20th ACM SIGKDD international conference on Knowl-
edge discovery and data mining, KDD ’14, pp. 701–710.
ACM, August 2014.

Ramezanpour, R., Tenorio, V. M., Marques, A. G., Sabhar-
wal, A., and Segarra, S. A Few Moments Please: Scalable
Graphon Learning via Moment Matching. In Advances
in Neural Inf. Process. Syst. (NIPS), 2025.

Rey, S., Navarro, M., Tenorio, V. M., Segarra, S., and Mar-
ques, A. G. Redesigning graph filter-based GNNs to relax
the homophily assumption. In 2025 IEEE International
Conference on Acoustics, Speech and Signal Processing
(ICASSP), pp. 1–5, 2025.

Rong, Y., Huang, W., Xu, T., and Huang, J. DropEdge:
Towards deep graph convolutional networks on node clas-
sification. In Intl. Conf. Learn. Repr. (ICLR), 2020.

Ruiz, L., Chamon, L., and Ribeiro, A. Graphon neural
networks and the transferability of graph neural networks.
Advances in Neural Inf. Process. Syst. (NIPS), 33:1702–
1712, 2020.

Sitzmann, V., Martel, J., Bergman, A., Lindell, D., and Wet-
zstein, G. Implicit neural representations with periodic
activation functions. Advances in Neural Inf. Process.
Syst. (NIPS), 33:7462–7473, 2020.

Sun, F.-Y., Hoffman, J., Verma, V., and Tang, J. InfoGraph:
Unsupervised and semi-supervised graph-level represen-
tation learning via mutual information maximization. In
International Conference on Learning Representations,
2020.

Suresh, S., Li, P., Hao, C., and Neville, J. Adversarial
graph augmentation to improve graph contrastive learning.
Advances in Neural Inf. Process. Syst. (NIPS), 34:15920–
15933, 2021.

Veličković, P., Fedus, W., Hamilton, W. L., Liò, P., Bengio,
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A. Algorithms
We present the three core algorithms that constitute our framework. The first, Algorithm 1, details the op-
erator Φ for estimating a graphon mixture model from a graph dataset by clustering graphs based on their
motif densities. The subsequent algorithms leverage this estimated mixture for downstream tasks: Algo-
rithm 2 introduces a novel mixup-based data augmentation strategy (GMAM) that interpolates between the
generative graphon models, while Algorithm 3 presents a model-aware contrastive learning method (MGCL)
that uses the mixture for both principled data augmentation and a more effective negative sampling strategy.

Algorithm 1: Graphon Mixture Estimation (Operator Φ)

Input :Graph dataset D = {Gt}Tt=1; motif family F = {F1, . . . , Fm}; #clusters K = log T ; per-cluster
refinement size L; graphon estimator (e.g., SIGL).

Output :Estimated graphons {Ŵ1, . . . , ŴK}; assignment π : D → {1, . . . ,K}.
1 for t = 1 to T do
2 Compute empirical motif densities v̂(Gt) ∈ Rm over F .

3 Let V ← [v̂(G1), . . . , v̂(GT )]
⊤ ∈ RT×m.

4 Run k-means on V with K clusters to obtain clusters {C1, . . . , CK} and centroids {µ1, . . . , µK}.
5 Define assignment π(Gt)← argmink∈{1,...,K} ∥v̂(Gt)− µk∥2.
6 for k = 1 to K do
7 Select L graphs in Ck closest to µk in moment space: Sk ⊆ Ck.
8 Estimate cluster graphon Ŵk using Sk (e.g., via SIGL), and obtain latent positions {ηi}.
9 return {Ŵk}Kk=1 and π.

Algorithm 2: Graphon Mixture-Aware Mixup (GMAM)

Input :Labeled graphs D = {(Gt, yt)}Tt=1, yt ∈ {1, . . . , C}; operator Φ (Alg. 1) run per class; mixing coefficient
distribution λ ∼ Uniform(0, 0.2); target node count n; augmentation ratio r ∈ (0, 1].

Output :Augmented set D̃ = {(G(m)
λ ,y

(m)
λ )}Mm=1 of size M = ⌈rT ⌉.

1 Partition data by class: Di = {Gt | yt = i} for i = 1, . . . , C.
2 for i = 1 to C do
3 ({Ŵi,1, . . . , Ŵi,Ki}, πi)← Φ(Di).

4 M ← ⌈rT ⌉, D̃ ← ∅.
5 for m = 1 to M do
6 Sample distinct classes i ̸= j; sample graphs Ga ∈ Di, Gb ∈ Dj .
7 Identify graphons: Ŵi,a ← Ŵi,πi(Ga), Ŵj,b ← Ŵj,πj(Gb).
8 Sample λ ∼ Uniform(0, 0.2) and set Wλ ← λŴi,a + (1− λ)Ŵj,b.

9 Sample latent positions u1, . . . , un
i.i.d.∼ Uniform[0, 1].

10 for 1 ≤ p < q ≤ n do
11 Draw Aλ(p, q) ∼ Bernoulli(Wλ(up, uq)) and set Aλ(q, p)← Aλ(p, q).

12 Construct G(m)
λ from Aλ (and optional node features).

13 Set y(m)
λ ← λ ei + (1− λ) ej (one-hot ei).

14 D̃ ← D̃ ∪ {(G(m)
λ ,y

(m)
λ )}.

15 return D̃.
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Algorithm 3: Model-Aware Graph Contrastive Learning (MGCL)

Input :Unlabeled graphs D = {Gt}Tt=1; shared encoder Eθ; operator Φ (Alg. 1); temperature τ ; batch size L;
augmentation rate r%.

Output :Trained encoder parameters θ.

1 ({Ŵ1, . . . , ŴK}, π)← Φ(D) to obtain cluster assignments Ct ← π(Gt).
2 for epoch = 1, 2, . . . do
3 Shuffle D and partition into mini-batches B of size L.
4 for batch B = {Gt}Lt=1 do
5 foreach Gt in B do
6 Let At (adjacency) and Xt (features) be inputs.

// Graphon-aware augmentation using cluster graphon ŴCt

7 Sample a subset Esel of r% node pairs.
8 foreach (i, j) ∈ Esel do
9 Draw Ãt(i, j) ∼ Bernoulli

(
ŴCt

(ηi, ηj)
)
; set Ãt(j, i)← Ãt(i, j).

10 Set Ãt(i, j)← At(i, j) for all (i, j) /∈ Esel.
11 Compute embeddings zt ← Eθ(At, Xt) and z̃t ← Eθ(Ãt, Xt).

// Model-aware InfoNCE: negatives only from different clusters
12 Initialize Lbatch ← 0.
13 for t = 1 to L do
14 Define negative index set Nt ← {t′ ∈ {1, . . . , L} | Ct′ ̸= Ct}.
15 if Nt = ∅ then
16 continue (skip or resample batch).

17

ℓt ← − log
exp(sim(zt, z̃t)/τ)∑

t′∈Nt

exp(sim(zt, z̃t′)/τ)

Lbatch ← Lbatch + ℓt.

18 Lbatch ← Lbatch/|{t : Nt ̸= ∅}|.
19 Update θ via gradient step on Lbatch.

20 return θ.

A.1. Complexity Analysis of Algorithm 1

The overall time complexity TΦ of the algorithm is the sum of its three constituent stages: motif counting, k-means clustering,
and per-cluster graphon estimation. The combined complexity is given by:

TΦ = O


T (emaxdmax + nmaxd

3
max)︸ ︷︷ ︸

Motif Counting

+ I · T ·m log T︸ ︷︷ ︸
k-means

+L ·Ne · n2
max log T︸ ︷︷ ︸

Graphon Estimation




Each term in this expression corresponds to a distinct phase of the algorithm. The first term, O(T (emaxdmax + nmaxd
3
max)),

represents the cost of computing the densities for all 9 motifs of size 4 across T graphs, using an efficient graphlet counting
algorithm like ORCA (Hočevar & Demšar, 2014). While this term’s theoretical worst-case for dense graphs is O(T · n4

max),
making it the apparent bottleneck, our own empirical analysis demonstrates a practical runtime that scales closer to cubic,
O(T · n3

max). This significant practical speed-up is due to an extremely small leading constant (c ≈ 2.97× 10−8), a key
finding that underpins our method’s efficiency (Ramezanpour et al., 2025).

The second term, O(I · T · m log T ), is the standard and well-established complexity for k-means clustering (e.g., via
Lloyd’s algorithm), which partitions the T motif vectors in Rm into K = log T clusters over I iterations. Finally, the third
term, O(L ·Ne · n2

max log T ), accounts for the per-cluster refinement stage. Here, a powerful graphon estimator, such as
SIGL (Azizpour et al., 2025), is executed for each of the K clusters on a representative subset of L graphs, requiring Ne
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training epochs.

In conclusion, while the theoretical complexity suggests motif counting is the most expensive step, its low empirical constant
makes the entire pipeline computationally feasible and scalable. This practical efficiency allows our method to effectively
operate on many smaller, subsampled graphs, which is a core aspect of its design.

A.2. Runtime Analysis

In this section, we compute three runtime components for both GMAM and MGCL:

1. The time required to compute motif vectors for all graphs in the dataset (identical for GMAM and MGCL);

2. The time required to perform the first step of our method, which includes clustering and graphon estimation. This step
is applied per class in GMAM and once for the entire dataset in MGCL, using the default number of clusters;

3. The time required for actual training and validation, which is independent of the previous steps—that is, motif
computation and graphon estimation do not affect training time.

Figure 3 reports these three runtimes for each dataset and setup. As shown, the time required for motif computation,
clustering, and graphon estimation is consistently much smaller than the training time, with the gap being especially
pronounced in datasets containing a larger number of graphs, such as COLLAB, NCI1, and REDDIT-MULTI-5K.

Combined with the results in Section 4, which show that our method outperforms existing state-of-the-art approaches, the
additional cost required for motif-based clustering is well justified.

Finally, we note that in these experiments, we use SIGL for graphon estimation. If runtime were of primary importance, one
could instead employ faster estimators such as USVT or SAS.
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Figure 3. Runtime analysis comparing the time required for motif vector computation, graphon estimation, and model training. (a) GMAM
(b) MGCL

B. Proof of Theorem 3.1
This appendix provides the proof for Theorem 3.1 and compares our novel error bound to the classical approach. The proof
relies on bounding the difference between the empirical densities using the triangle inequality:

|t(F,G1)− t(F,G2)| ≤ |t(F,W1)− t(F,W2)|︸ ︷︷ ︸
Graphon Difference

+ |t(F,G1)− t(F,W1)|︸ ︷︷ ︸
Sampling Error 1

+ |t(F,G2)− t(F,W2)|︸ ︷︷ ︸
Sampling Error 2

.

The Graphon Difference term is bounded by the Counting Lemma (cf. Theorem 10.23 in (Lovász, 2012)):

|t(F,W1)− t(F,W2)| ≤ e(F )dcut(W1,W2) ≤ e(F )ϵ.
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The Sampling Error terms, |t(F,Gi) − t(F,Wi)|, are bounded using a novel two-stage analysis that separates the
randomness from vertex selection and edge realization. This approach yields a tighter bound than classical single-stage
methods. We decompose the total sampling error into two components:

|t(F,G)− t(F,W )| ≤ |t̂(F ;X)− t(F,W )|︸ ︷︷ ︸
Vertex Noise

+ |t(F,G)− t̂(F ;X)|︸ ︷︷ ︸
Edge Noise

where t̂(F ;X) is the conditional expectation of the density given the sampled vertex labels X = (X1, . . . , Xn). The
following two lemmas bound the vertex and edge noise, respectively.

Lemma B.1 (Bounding Vertex Noise). Let m = ⌊n/k⌋. For any δv > 0,

Pr
[
|t̂(F ;X)− t(F,W )| ≥ δv

]
≤ 2 exp

(
−2mδ2v

)
.

Lemma B.2 (Bounding Edge Noise). Conditioned on the vertex labels X = (Xi)
n
i=1, for any δe > 0,

Pr
[
|t(F,G)− t̂(F ;X)| ≥ δe

∣∣ X
]
≤ 2 exp

(
− n(n− 1) δ2e

2e(F )2

)
.

Combined Bound To obtain the total sampling error for one graph, |t(F,Gi)− t(F,Wi)|, with a target failure probability
η, we allocate η/2 to each noise source (vertex and edge). Inverting the bounds in the lemmas above, we set:

δv =

√
1

2m
log

4

η
and δe =

e(F )√
n(n− 1)

√
2 log

4

η
.

The total sampling error for one graph is bounded by δs = δv + δe with probability at least 1− η.

Applying this to both sampling error terms (|t(F,G1)− t(F,W1)| and |t(F,G2)− t(F,W2)|) and using a union bound, we
get the final result in Theorem 3.1 with probability at least 1− 2η:

|t(F,G1)− t(F,G2)| ≤ e(F )ϵ+ 2(δv + δe) = e(F )ϵ+ 2

(√
1

2m
log

4

η
+

e(F )√
n(n− 1)

√
2 log

4

η

)
.

B.1. Comparison with the Classical Bound

To highlight the improvement offered by our two-stage approach, we now present the classical single-stage bound and
compare them.

B.1.1. THE CLASSICAL SINGLE-STAGE BOUND

The standard approach (cf. Lemma 4.4 in (Borgs et al., 2008)) treats the empirical motif density t(F,G) as a complex
function of n random variables and applies McDiarmid’s inequality directly. This results in the following concentration
result.

Lemma B.3 (Classical Concentration of Motif Densities). Let F be a fixed graph with k = v(F ) vertices. Let G be an
n-vertex graph sampled from a graphon W . Then for any δ > 0,

Pr [|t(F,G)− t(F,W )| ≥ δ] ≤ 2 exp

(
−nδ2

4k2

)
.

The limitation of this approach is that changing a single vertex can alter many edge probabilities, leading to a loose bound
with a factor of k2 in the exponent.

B.1.2. ASYMPTOTIC COMPARISON

We now compare the sampling error from the classical approach with our novel bound. For a total failure probability η:
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• Classical Bound: Inverting the bound in Lemma B.3 yields:

δolds (η) = 2k

√
1

n
log

2

η

• Novel Bound: Approximating m ≈ n/k and n(n− 1) ≈ n2, we have:

δnews (η) ≈
( √

k√
2n

+
e(F )

√
2

n

)√
log

4

η

The crucial difference lies in their dependence on the motif size, k. The classical bound δolds scales linearly with k (O(k)),
whereas the dominant term in our novel bound δnews scales with the square root of k (O(

√
k)). As

√
k grows much more

slowly than k, our novel bound is substantially tighter for larger motifs.

B.1.3. NUMERICAL VALIDATION

We validate this theoretical improvement by computing both bounds for all motifs with up to 4 vertices (k ≤ 4), for graph
sizes n from 50 to 1000, at a 95% confidence level (η = 0.05). The results are visualized in Figure 4. The novel bound is
uniformly tighter than the classical bound across all tested motifs.

C. Proof of Theorem 3.2
Notation. Let zt = E(At, Xt) denote the embedding of graph t obtained by applying the encoder E to its adjacency matrix
At and feature matrix Xt. Let sim(u, v) be cosine similarity and define θ(u, v) := sim(u,v)

τ . For an anchor graph t, write
the set of all negatives in standard InfoNCE as Nt := { k ∈ {1, . . . , L} \ {t} }, and the cluster-restricted negatives in our
case as Ñt := { k ∈ Nt : Ck ̸= Ct }, where Ci is the cluster of graph i. For brevity, let sk := θ(zt, z

′
k) and s̃k := θ(zt, z̃k)

where z′t and z̃t are the embedding of the positive sample obtained from a random and graphon-consistent augmentation,
respectively. The standard InfoNCE loss for graph t is defined as

ℓInfoNCE(t) = − log
exp(θ(zt, z

′
t))∑

k∈Nt
exp(sk)

. (14)

Our proposed cluster-restricted loss is defined as

ℓcluster(t) = − log
exp(θ(zt, z̃t))∑
k∈Ñt

exp(s̃k)
. (15)

Using the natural logarithm and separating the positive-pair term, we can rewrite:

ℓInfoNCE(t) = −θ(zt, z′t) + ln

( ∑

k∈Nt

e sk

)
, (16)

ℓcluster(t) = −θ(zt, z̃t) + ln

( ∑

k∈Ñt

e s̃k

)
. (17)

Proposition C.1 (Lower bound for the cluster-restricted loss). Let

ℓcluster(t) = −θ(zt, z̃t) + ln
∑

k∈Ñt

exp
(
θ(zt, z

′
k)
)
,

where Ñt = { k ̸= t : Ck ̸= Ct } and mt := |Ñt|. Then, for every anchor t,

ℓcluster(t) ≥ −θ(zt, z̃t) +
1

mt

∑

k∈Ñt

θ(zt, z
′
k) + lnmt. (18)
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Proof. By definition,

ln
∑

k∈Ñt

exp
(
θ(zt, z

′
k)
)
= lnmt + ln

(
1

mt

∑

k∈Ñt

exp
(
θ(zt, z

′
k)
)
)
.

Applying Jensen’s inequality to the convex exponential function yields

ln
∑

k∈Ñt

exp
(
θ(zt, z

′
k)
)
≥ lnmt +

1

mt

∑

k∈Ñt

θ(zt, z
′
k).

Substituting into the definition of ℓcluster(t) gives the claimed lower bound.

Proposition C.2 (Lower bound for the standard InfoNCE loss). Let

ℓInfoNCE(t) = −θ(zt, z′t) + ln
∑

k∈Nt

exp
(
θ(zt, z

′
k)
)
,

where Nt = { k ̸= t } and nt := |Nt| = N − 1. Define the negative-center score

θ−t :=
1

nt

∑

k∈Nt

θ(zt, z
′
k).

Then, for every anchor t,
ℓInfoNCE(t) ≥ −θ(zt, z′t) + θ−t + lnnt. (19)

Proof. Apply Jensen’s inequality to the convex exponential:

ln
∑

k∈Nt

e θ(zt,z
′
k) = lnnt + ln

(
1
nt

∑

k∈Nt

e θ(zt,z
′
k)
)
≥ lnnt +

1
nt

∑

k∈Nt

θ(zt, z
′
k) = lnnt + θ−t.

Substitute into the definition of ℓInfoNCE(t) to obtain (19).

D. Graphon estimation
Here we expalin the details of SIGL. The goal is to estimate an unknown graphon ω : [0, 1]2 → [0, 1], given a set of graphs
D = {At}Mt=1 sampled from it. Since using the Gromov-Wasserstein (GW) (Mémoli, 2011) distance is computationally
infeasible for large graphs, the SIGL framework (Azizpour et al., 2025) proposes a scalable three-step procedure:

Step 1: Sorting nodes via latent variable estimation To align all graphs to a common node ordering (which is crucial
for consistent estimation), SIGL estimates latent variables η̂t = {η̂i}nt

i=1 for each graph Gt using a Graph Neural Network
(GNN):

η̂t = gϕ1
(At,Yt), where Yt ∼ N (0, 1)

An auxiliary graphon hϕ2 modeled by an Implicit Neural Representation (INR) maps pairs of latent variables to edge
probabilities:

hϕ2
(η̂t(i), η̂t(j)) ≈ At(i, j)

The latent variables and auxiliary graphon are jointly trained by minimizing the mean squared error to get ϕ = {ϕ1 ∪ ϕ2}:

L(ϕ) =
M∑

t=1

1

n2
t

nt∑

i,j=1

[At(i, j)− hϕ2
(η̂t(i), η̂t(j))]

2

A sorting permutation π̂ is defined based on the learned latent variables:

η̂t(π̂(1)) ≥ η̂t(π̂(2)) ≥ · · · ≥ η̂t(π̂(nt))

In a nutshell, this permutation sorts the latent variables from 0 to 1. The graphs are reordered accordingly to produce sorted
adjacency matrices Ât.
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Step 2: Histogram Approximation For each sorted graph Ât, a histogram Ĥt ∈ Rk×k is computed using average
pooling with window size h:

Ĥt(i, j) =
1

h2

h∑

s1=1

h∑

s2=1

Ât ((i− 1)h+ s1, (j − 1)h+ s2)

This results in a new dataset I = {Ĥt}Mt=1, providing discrete, noisy views of the unknown graphon ω.

Step 3: Training the Graphon INR The final step constructs a supervised dataset C from all histograms, where each
point corresponds to a coordinate-value triple:

C =
{(

i

kt
,
j

kt
, Ĥt(i, j)

)
: i, j ∈ {1, . . . , kt}, t ∈ {1, . . . ,M}

}

A second INR structure fθ : [0, 1]2 → [0, 1] is then trained to regress the graphon values by minimizing the MSE:

L(θ) =
∑

(x,y,z)∈C

(fθ(x, y)− z)
2

This scalable approach enables two things: 1) the estimation of a continuous graphon ω using large-scale graph data without
relying on costly combinatorial metrics like the GW distance, and 2) the estimation of the latent variables given an input
graphs, i.e., an inverse mappingW−1 : A→ η.

E. Experimental details.
E.1. Ground truth graphons

In Table 4, we provide the mathematical definition of the graphon used in Section 4 for the synthetic experiments.

Table 4. Ground truth graphons.

ω(x, y)

0 xy
1 exp(−(x0.7 + y0.7))
2 1

4
(x2 + y2 +

√
x+

√
y)

3 1
2
(x+ y)

4 (1 + exp(−2(x2 + y2)))−1

5 (1 + exp(−max{x, y}2 −min{x, y}4))−1

6 exp(−max{x, y}0.75)

GW distance of ground truth graphons. In Table 5, we report pairwise Gromov–Wasserstein (GW) distances between
ground-truth graphons, serving as a practical surrogate for the cut distance via its relaxation to GW distance on step
functions (Xu et al., 2021).

1 2 3 4 5 6

0 0.133 0.265 0.264 0.530 0.418 0.271
1 0.180 0.189 0.433 0.308 0.173
2 0.024 0.270 0.175 0.111
3 0.275 0.190 0.126
4 0.139 0.284
5 0.162

Table 5. Pairwise GW distances between groundtruth graphons.
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E.2. Hyper-parameters

Graphon estimation The hyperparameters used to estimate the graphon with SIGL across its three steps, as described in
the previous section, are as follows for both mixup and graph level tasks. We use the Adam optimizer (Kingma, 2015) with
a learning rate of lr = 0.01 for both Step 1 and Step 3, running for 40 and 20 epochs, respectively. In Step 1, the batch size
is set to 1 graph, while in Step 3, each batch includes 1024 data points from C. In Step 1, the GNN, gϕ1

comprises two
consecutive graph convolutional layers, each followed by a ReLU activation function. All convolutional layers use 8 hidden
channels. The INR structures in Step 1 (hϕ2) and Step 3 (fθ) each have 3 layers with 20 hidden units per layer and use a
default frequency of 10 for the sin(.) activation function.

Mixup To ensure a fair comparison, we use the same hyperparameters for model training and the same architecture across
vanilla models and other baselines. Also, we conduct the experiments using the same hyperparameter values as in Han et al.
(2022). For graph classification tasks, we employ the Adam optimizer with an initial learning rate of 0.01, which is halved
every 100 epochs over a total of 800 epochs. The batch size is set to 128. The dataset is split into training, validation, and
test sets in a 7:1:2 ratio. The best test epoch is selected based on validation performance, and test accuracy is reported over
eight runs with the same seed used in Han et al. (2022).

We generate 20% more graphs for training. The graphons are estimated from the training graphs, and we use different λ
values in the range [0.1, 0.2] to control the strength of mixing in the generated synthetic graphs. For graphon estimation
using SIGL and IGNR, we use 20% of the training data per class to estimate the graphon. The new graphs are generated
with the average number of nodes as defined for the primary G-Mixup case, which is identified as the optimal size. All
methods are evaluated using the same random seeds.

MGCL To train the encoder Eθ, we follow the configuration from GraphCL (You et al., 2020). We use the Adam optimizer
with a learning rate of lr = 0.001, training the encoder for 20 epochs. The encoder is implemented as a 3-layer GIN (Xu
et al., 2019) network, with each layer consisting of 32 hidden units followed by a ReLU activation. A final linear projection
head maps the output to a 32-dimensional graph-level representation. For a fair comparison, we set the resampling ratio to
r = 20%, consistent with other methods. All methods are evaluated using the same random seeds.

E.3. Dataset Details

In Table 6, we report the statistics of all datasets from TUDataset (Morris et al., 2020) used in our real-world experiments.

Table 6. Benchmark datasets statistics.

Biochemical Molecules Social Networks
Statistic NCI1 PROTEINS DD MUTAG AIDS COLLAB RDT-B RDT-M5K IMDB-B

#Graphs 4,110 1,113 1,178 188 2,000 5,000 2,000 4,999 1,000
Avg. #Nodes 29.87 39.06 284.32 17.93 15.69 74.5 429.6 508.8 19.8
Avg. #Edges 32.30 72.82 715.66 19.79 16.20 2457.78 497.75 594.87 96.53
#Classes 2 2 2 2 2 3 2 5 2

Note that several graph-level datasets lack explicit node attributes. In such cases, one-hot encoding of node degrees is
commonly used to construct node features.

E.4. Baseline models.

Here we have a small description of the baselines used in the synthetic, mixup, and GCL experiments.

E.4.1. GRAPH EMBEDDING BASELINE DETAILS

This section provides further details on the baseline graph embedding methods used for comparison in the synthetic clustering
experiment (Section 4.1). We compare our moment vectors against five widely-used graph representation methods. For
methods that produce node-level embeddings (GCN, GIN, DeepWalk, Spectral), we obtain a graph-level embedding by
applying a global mean-pooling operation over all node embeddings in the graph. The target embedding dimension for all
baselines was set to 32.
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• Moment Embedding (Ours): This is our proposed method, where each graph is represented by a 9-dimensional vector
of its empirical motif densities for all connected motifs up to 4 nodes.

• Graph Convolutional Network (GCN): A popular Graph Neural Network (GNN) architecture that learns node repre-
sentations by iteratively aggregating feature information from local neighborhoods (Kipf & Welling, 2017). As our
clustering task is unsupervised, the GCN is not trained; we use a randomly initialized network to generate embeddings.
This standard approach tests the intrinsic structural representation power of the architecture itself.

• Graph Isomorphism Network (GIN): A powerful GNN model proven to be as discriminative as the Weisfeiler-Leman
test for graph isomorphism (Xu et al., 2019). Similar to our use of GCN, the GIN model’s weights are kept random,
allowing it to serve as an unsupervised feature extractor without training on downstream labels.

• Graph2Vec: An unsupervised whole-graph embedding method inspired by natural language processing. It treats graphs
as documents and rooted subgraphs as ”words,” learning representations that capture structural similarities between
graphs (Narayanan et al., 2017).

• DeepWalk: A pioneering node embedding technique that learns latent representations by applying language modeling
techniques (Skip-Gram) to sequences of nodes generated from truncated random walks on the graph (Perozzi et al.,
2014).

• Spectral Embedding: A classical approach that utilizes the eigenvectors of the graph’s Laplacian matrix. The first few
non-trivial eigenvectors form a low-dimensional representation of the nodes, capturing the graph’s global connectivity
structure (Ng et al., 2001).

• DisenGCN: A disentangled graph convolutional network that decomposes node representations into multiple latent
factors by routing neighborhood information into factor-specific channels, aiming to capture different generative
mechanisms underlying graph connectivity (Ma et al., 2019).

E.4.2. MIXUP BASELINES.

• Vanilla, a baseline with no augmentation;

• DropEdge (Rong et al., 2020), which uniformly removes a fraction of edges;

• DropNode (Feng et al., 2020), which randomly drops a portion of nodes;

• Subgraph (You et al., 2020), which extracts random-walk-based subgraphs;

• M-Mixup (Wang et al., 2021), which linearly interpolates graph-level representations;

• SubMix (Yoo et al., 2022), which mixes random subgraphs of graph pairs;

• G-Mixup (Han et al., 2022), which performs class-level graph Mixup by interpolating graphons from different classes;

• S-Mixup (Ling et al., 2023), which employs soft alignment for graph interpolation;

• SIGL (Azizpour et al., 2025), which replaces the original graphon estimator in G-Mixup with SIGL; and

• MomentMixup (Ramezanpour et al., 2025), which mixes motif moment vectors and generates new samples from the
mixed vector.

E.4.3. GCL BASELINES.

• InfoGraph (Sun et al., 2020): A variant of DGI (Veličković et al., 2019) that maximizes mutual information between
graph-level and substructure representations at multiple scales.

• GraphCL (You et al., 2020): Learns representations via predefined augmentations such as edge perturbation, node
dropping, and attribute masking.

• MVGRL (Hassani & Khasahmadi, 2020): Performs contrastive learning between structural views, e.g., adjacency and
diffusion representations.
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Table 7. Results of the ablation study for the first 15 motifs. Clustering accuracy (%) is shown for K-Means and Theory-Based methods
across two dataset settings. The performance largely saturates after k = 9.

# Motifs Varying Size Accuracy (%) Fixed Size Accuracy (%)

(k) K-Means Theory-Based K-Means Theory-Based

1 70.0 74.3 74.7 74.7
2 67.1 77.1 74.7 76.9
3 78.6 80.0 79.1 82.3
4 78.6 80.0 79.1 82.7
5 78.6 80.0 79.1 82.9
6 78.6 80.0 79.1 83.0
7 78.6 80.0 79.1 83.0
8 78.6 80.0 79.1 83.0
9 80.0 81.4 79.4 83.6

10 80.0 81.4 79.4 83.6
11 80.0 81.4 79.4 83.6
12 80.0 81.4 79.4 83.6
13 80.0 81.4 79.4 83.6
14 80.0 81.4 79.4 83.6
15 80.0 81.4 79.4 83.6

• JOAO (You et al., 2021): Uses min-max optimization to adaptively select augmentations during training.

• Ad-GCL (Suresh et al., 2021): An adversarial training–based GCL framework that introduces an edge-perturbation
process designed as an attack to improve robustness.

• AutoGCL (Yin et al., 2022): Employs learnable view generators with auto-augmentation for adaptive, label-preserving
samples.

• SimGRACE (Xia et al., 2022): Replaces graph augmentations with encoder-level noise to enforce consistency.

• RGCL (Li et al., 2022): Generates rationale-aware views by identifying substructures most relevant for discrimination.

• DRGCL (Ji et al., 2024): Learns dimensional rationales and applies bi-level meta-learning to mitigate confounding
noise.

E.5. Compute resources

All experiments were conducted on a server running Ubuntu 20.04.6 LTS, equipped with an AMD EPYC 7742 64-Core
Processor and an NVIDIA A100-SXM4-80GB GPU with 80GB of memory. For model development, we utilized PyTorch
version 1.13.1, along with PyTorch Geometric version 2.3.1, which also served as the source for all datasets used in our
study.

F. Additional Experiments.
F.1. Ablation Study on Number of Motifs

To justify our choice of using motifs up to 4 nodes (a 9-dimensional feature vector) in the main experiment, we conduct an
ablation study to analyze the effect of the number of motifs on clustering performance. We extend the experimental setup
from Section 4.1 by computing densities for all 30 connected motifs with up to 5 nodes. We then iteratively evaluate the
clustering accuracy of our methods by using an increasing number of motifs.

The results for the first 15 motifs are presented in Table 7. A clear trend emerges: accuracy rises sharply with the inclusion
of the first few motifs, but then exhibits a long plateau of nearly constant performance. This indicates that some motifs
are significantly more important for classification than others. A particularly notable increase occurs between k = 8 and
k = 9 motifs in the Varying size setting, where accuracy jumps from 80.0% to 81.4% and then flatlines. This specific jump
highlights the discriminative power of the 9th motif (the 4-cycle) and suggests that this initial set of motifs captures the most
critical structural differences between the graphon families. This study confirms that the initial 9 motifs provide the vast
majority of the useful information. The minimal performance gain from adding more motifs (from k = 10 to k = 15 and
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Table 8. Graphon estimation accuracy measured by Gromov–Wasserstein (GW) loss for the mixture setting compared to the oracle
single-graphon baseline, across varying-size and fixed-size synthetic datasets.

Cluster ID Varying Size GW Loss Fixed Size GW Loss

Ours Baseline Ours Baseline

0 0.0433 0.0152 0.0340 0.0152
1 0.0381 0.0258 0.0198 0.0212
2 0.0272 0.0258 0.0294 0.0205
3 0.0238 0.0165 0.0293 0.0246
4 0.0254 0.0212 0.0343 0.0168
5 0.0280 0.0205 0.0301 0.0258
6 0.0278 0.0246 0.0116 0.0165

beyond) does not justify the increased computational cost. This validates our use of the 9-dimensional moment vector in the
main paper as an effective and efficient choice.

We note two regimes in which a truncated motif family can fail to separate components of the mixture. First, when
distinct graphons agree on all low-order motif densities but differ in higher-order structure, the truncated family becomes
uninformative and the family must be extended to motifs of size ≥ 5. Second, in the small-graph regime, sampling noise in
the motif estimates (Theorem 3.1) can dominate the inter-graphon signal and obscure separation even when the family is in
principle sufficient (see Appendix F.2 and Appendix G.4).

F.2. Effect of Graph Size on Moment Concentration

Theorem 3.1 indicates that the sampling-error term in the empirical motif density decreases with graph size n, so smaller
graphs should produce noisier moment vectors and weaker cluster separation. While Figure 2 illustrates this effect in
aggregate, the size of each individual graph is not shown per data point. To examine the role of graph size directly, we
conduct a controlled experiment in which graph size is the only varying factor. We sample graphs from 3 distinct graphons
and, for each graphon, draw 40 graphs at each of the node sizes n ∈ {5, 10, 100, 300}. For every sampled graph, we compute
its empirical moment vector over the same motif family used in the main experiments, and we visualize a low-dimensional
projection of these vectors grouped by graph size. The results are shown in Figure 5. For very small graphs (n = 5, 10),
the moment vectors exhibit a large spread and the three graphon groups overlap substantially, consistent with the high
sampling variance predicted by Theorem 3.1. As the graph size increases (n = 100, 300), the moment vectors concentrate
tightly around their graphon-specific centers and the three groups become clearly separated. This directly confirms that
the separability of motif-based embeddings improves with graph size, and it makes explicit the source of the more diffuse
clusters observed in the varying-size setting of Figure 2(a).

F.3. Graphon Estimation Quality

Since the ground-truth graphons are unknown for real-world datasets, we cannot directly evaluate graphon estimation
accuracy in those settings. To address this, we added a synthetic experiment where the true graphons are available. In this
experiment, we compare the estimation quality in two scenarios: (i) the standard setting with a single underlying graphon
estimated from observed graphs generated from that single graphon, and (ii) our mixture setting, where graphs are generated
from multiple underlying graphons, and we estimate a separate graphon for each cluster using our Algorithm 1.

As illustrated in Table 8, our method consistently recovers the underlying graphons with low loss across different dataset
settings. For instance, in the varying-size dataset, we achieve a Gromov-Wasserstein (GW) loss as low as 0.0238 (Cluster 3).

When compared to the oracle single-graphon baseline, our mixture model’s performance is highly competitive. For example,
our estimation for Cluster 2 in the varying-size setting yields a GW loss of 0.0272, which is close to the corresponding
single-graphon baseline of 0.0258. This confirms that our cluster-wise estimation strategy effectively disentangles the
mixture without significantly compromising estimation quality.

F.4. Ablation Study on the number of Clusters

F.4.1. SYNTHETIC SETUP

To assess the quality of the clusters found by our approach and to study the effect of tuning the number of mixture
components, k, we conducted an ablation study on our synthetic dataset, which has 7 ground-truth underlying mixtures. We
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Table 9. Adjusted Rand Index (ARI) for different numbers of clusters k across synthetic datasets. Bold values indicate the best result in
each column.

k
Varying Size Fixed Size

Moment Emb. GCN Emb. Moment Emb. GCN Emb.

2 0.2048 0.2555 0.2048 0.2578
3 0.3616 0.3860 0.3616 0.4316
4 0.5463 0.4498 0.5463 0.4993
5 0.6296 0.4764 0.6223 0.5709
6 0.7166 0.4242 0.6889 0.5133
7 0.6709 0.3981 0.6444 0.4842
8 0.6650 0.4215 0.6756 0.4599
9 0.6276 0.4189 0.6463 0.4256

10 0.6953 0.4158 0.6073 0.4076

measured the cluster quality using the Adjusted Rand Index (ARI), where a higher score indicates a better match to the
ground truth partitioning.

Table 9 shows this comparison for our Moment Embeddings and the GCN baseline across various values of k (from 2 to 10).
We omitted other baselines for space, as GCN was the strongest performing baseline, with others having significantly lower
ARI scores.

The results show that our Moment Embedding’s ARI score peaks at k = 6 for both the varying-size and fixed-size graph
datasets. This result is consistent with the ground truth of 7 mixtures. The peak at k = 6 rather than k = 7 is expected
because the ground-truth Graphons 2 and 3 are structurally very similar (Gromov-Wasserstein distance of 0.024, as noted in
Section 4.1), and our method successfully groups these similar structures.

In contrast, the GCN baseline’s cluster quality peaks at k = 5, and its peak ARI (e.g., 0.5709 for fixed size) is significantly
lower than our method’s peak (e.g., 0.7166 for varying size). This demonstrates that the GCN method fails to accurately
recover the underlying graph structure.

F.4.2. GMAM

We conduct a similar ablation in the GMAM setting by varying the number of clusters used to estimate the underlying
models for each graph class. As shown in Figure 6, using more than one cluster consistently improves performance on both
IMDB-B and IMDB-MULTI.

For IMDB-B, selecting between 2 and 9 clusters consistently outperforms the single-cluster setting, with performance
peaking at the default value of 6 clusters. In IMDB-MULTI, using 2–10 clusters always matches or exceeds the accuracy
obtained with a single cluster, and the best performance occurs at 4 clusters—slightly lower than the default of 6—suggesting
that 4 clusters adequately capture the underlying generative models for this dataset.

In both datasets, using 10 clusters results in a slight decrease in accuracy, indicating that this number may be larger than
necessary and could lead to over-fragmentation of the data, thereby overlooking shared structural patterns among graphs.

F.4.3. MGCL

As mentioned in the Methods section, in order to match the size of the data, we use K = log T for the operator Φ. Here we
evaluate this number on three datasets with within the MGCL framework. In this section, we vary the number of clusters to
evaluate its impact on overall performance.

We vary the number of clusters from 1 to 10. For each value, we repeat the MGCL experiment across the same 10 trials
using identical data partitions and report the average accuracy.

The results are presented in Figure 7 for the MUTAG, IMDB-BINARY, and PROTEINS datasets. A key observation is
that using a single cluster-i.e., estimating one graphon for the entire dataset-leads to a drop in performance across all three
datasets. In the IMDB-BINARY dataset, using 8 clusters yields better performance than the default setting of 7 clusters.
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However, using between 6 and 8 clusters consistently results in an average accuracy above 72.0%, suggesting that this range
reasonably approximates the number of underlying models. A similar trend is observed in the PROTEINS dataset, where 9
clusters yield better performance than 8. For the MUTAG dataset, the highest average accuracy is achieved with the default
setting of 6 clusters. These findings highlight that estimating multiple models improves performance. Still, the number of
clusters remains a hyperparameter that should be tuned based on the dataset’s characteristics, such as its variability and
heterogeneity.

F.5. Ablation on the Number of Mixture Components

To thoroughly analyze the robustness of our mixture estimation, we conducted an ablation study on the number of underlying
mixture components.

We constructed synthetic datasets with an increasing number of underlying mixtures, ranging from k = 2 to k = 7. We
evaluated the performance using both the Adjusted Rand Index (ARI) and clustering accuracy. To ensure clarity, we present
the ablation results in two separate tables: one for varying-size graphs (Table 10) and one for fixed-size graphs (Table 11).

Table 10. Ablation on Number of Mixtures (Varying Size).

Num. Mixtures ARI Accuracy

Moment Emb. GCN Moment Emb. GCN

2 1.0000 0.6383 1.0000 0.9000
3 1.0000 0.6633 1.0000 0.8667
4 0.6725 0.4707 0.7750 0.6500
5 0.7539 0.5977 0.8200 0.7200
6 0.8027 0.5517 0.8500 0.6833
7 0.7166 0.4375 0.8000 0.5857

Table 11. Ablation on Number of Mixtures (Fixed Size).

Num. Mixtures ARI Accuracy

Moment Emb. GCN Moment Emb. GCN

2 0.9406 0.7911 0.9850 0.9450
3 0.9703 0.8208 0.9900 0.9367
4 0.6445 0.5021 0.7450 0.6875
5 0.7332 0.6298 0.7960 0.7520
6 0.7865 0.5283 0.8300 0.6833
7 0.6899 0.5222 0.7857 0.6471

These results demonstrate that our moment-based embeddings consistently outperform the GCN baseline across all levels of
mixture complexity. In simpler cases (k = 2 and k = 3 mixtures), our method achieves perfect or near-perfect clustering.
Even when scaled to the maximum tested complexity (k = 7 mixtures), our method maintains strong performance, whereas
the baseline method’s performance degrades substantially.

F.6. False negative reduction.

To evaluate the effect of clustering on the rate of false negatives, we define the True Negative to False Negative Ratio (TFR).

To compute this metric, in each data batch, we examine the negative samples relative to a graph i. Among these, the negative
samples that share the same class as graph i are considered false negatives, while those with a different class are treated as
true negatives. Mathematically, TFR is defined as TFR = 1

B

∑B
i=1

|T N (i)|
max{1, |FN (i)|} . Note that in InfoNCE-based methods,

all graphs in the batch except graph i itself are treated as negative samples. However, in MGCL, the set of negative samples
is smaller, as we exclude graphs from the same cluster as i. Although this reduced set naturally results in fewer false
negatives, computing the relative ratio of true negatives to false negatives (TFR) ensures a fair comparison across methods.
We compute the TFR for each graph in the batch and then average it across all graphs in the dataset. As shown in Figure 8,
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this metric increases across all datasets compared to the baseline (which represents all InfoNCE-based methods). This also
provides evidence that motif-based clustering helps uncover the true underlying structure of the data.

F.7. Contributions of GIA and CAL in MGCL

MGCL combines two distinct mechanisms: graphon-informed augmentation (GIA), which generates positive samples from
the anchor’s inferred graphon, and the cluster-aware loss (CAL), which restricts negatives to graphs from different clusters.
To isolate their individual contributions, we perform an ablation that adds these components one at a time on top of the
standard GraphCL baseline:

• GraphCL: random augmentation with the standard InfoNCE loss.

• MGCL w/o CAL: GraphCL augmented with GIA only (graphon-informed positives, standard InfoNCE negatives).

• MGCL: GraphCL with both GIA and CAL.

Table 12 reports the results on three datasets. Adding GIA alone consistently improves over GraphCL, and adding CAL
on top of GIA yields a further consistent gain on all three datasets. This decomposition shows that the two mechanisms
contribute complementary improvements, and it aligns with the theoretical decomposition of the lower bound in Theorem 3.2
(Theorem 3.2) as described in Appendix C: GIA strengthens the alignment term sim(zt, z̃t) by producing more semantically
faithful positive pairs, while CAL affects the remaining two terms by restricting negatives to different clusters and pushing
the negative centroid farther from the anchor.

Table 12. Component ablation for MGCL. Starting from GraphCL, adding graphon-informed augmentation (GIA) and then the cluster-
aware loss (CAL) each yields consistent gains, isolating their individual contributions.

Method PROTEINS MUTAG IMDB-B

GraphCL (random aug. + InfoNCE) 74.39± 0.4 86.80± 1.3 71.14± 0.4
MGCL w/o CAL (GraphCL + GIA) 74.79± 0.6 88.29± 1.7 71.38± 0.8
MGCL (GraphCL + GIA + CAL) 75.54± 0.3 90.03± 1.3 72.28± 0.5

F.8. Underlying models

In Figure 9, we present the estimated graphons for the COLLAB and IMDB-BINARY datasets, each corresponding to
a cluster identified by our framework in an unsupervised manner. For instance, the estimated graphons display diverse
structural patterns for COLLAB: Cluster 8 exhibits a block-like structure similar to a two-community stochastic block model
(SBM) with an imbalanced size ratio, Clusters 2 and 6 display nearly uniform connectivity, suggesting dense or complete
graph structures, and Cluster 10 reveals a heavy-tailed pattern indicative of power-law behavior. Although some similarities
exist among certain models, the overall variability emphasizes the presence of multiple distinct generative mechanisms
within the dataset. This heterogeneity demonstrates the limitations of using a single fixed or random augmentation strategy,
as commonly adopted in existing GCL and Mixup methods.

Furthermore, when estimating models within each class for mixup applications, we observe diverse graphons both within
and across classes, as illustrated in Figure 10.

G. Scope and Limitations.
G.1. Small / high-variance graphs.

As made explicit by Theorem 3.1, the finite-sample error in empirical motif densities is larger for smaller graphs, so the
small-graph regime is inherently harder for any moment-based method. Our pipeline mitigates this by clustering in moment
space and estimating each component from groups of similar graphs, which yields a cluster-level averaging effect rather
than relying on any individual graph. Robustness, therefore, depends more strongly on the number of available graphs and
the stability of the estimated motif statistics than on the size of any single graph. We characterized this behavior empirically
in Appendix F.2.
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G.2. Dense-graphon regime.

Our framework is developed within the classical dense-graphon setting, in which graphons arise as limit objects of dense
graph sequences. Accordingly, the theoretical results of Section 3.1, in particular Theorem 3.1, and the graphon-mixture
interpretation should be understood within this regime, and graphon mixtures should not be interpreted as a universally
valid generative model for all graph data without qualification. In particular, the present theory is not intended to fully cover
highly sparse, large-scale networks.

G.3. Relaxation to sparse models.

The dense-graphon assumption can in principle be relaxed. For sparse random graph models of the form ρnW , one can
work with suitably normalized motif densities, and the decomposition underlying Theorem 3.1 continues to hold with
sparsity-dependent concentration terms. This is consistent with the literature on sparse graph limits and sparse exchangeable
graphs (Borgs et al., 2019; 2018b;a), where Lp graphons and graphex-type models provide natural extensions beyond the
dense setting. We regard the dense formulation adopted here as a clean and theoretically tractable first setting; a sparse
latent model with a corresponding sparse graphon estimator would provide a closer modeling match for sparse datasets and
is a natural direction for future work.

G.4. Sparse benchmarks.

Several of the benchmark datasets used in our experiments (e.g., NCI1 and MUTAG) contain relatively sparse graphs. In
these cases, the estimated dense graphon is best viewed as a cluster-level approximation that matches the relevant motif
(moment) structure of each subpopulation, rather than as an exact data-generating model. Empirically, our method remains
effective on these datasets, which indicates that the estimated dense graphons still capture useful cluster-level structure even
when the dense-graph assumption is not strictly satisfied. We emphasize that the central mechanism of our framework,
motif-based identification of heterogeneous graph populations and the use of that structure in downstream learning, does not
depend on the dense-graph asymptotics holding exactly for every finite dataset.

26



From Moments to Models: Graphon-Mixture Learning for Mixup and Contrastive Learning

200 400 600 800

Number of Nodes in Graph (n)

0.0

0.5

1.0

1.5

2.0

T
ot

al
E

rr
or

B
ou

n
d

(2
δ s

)

G0: Edge (k=2, e(F)=1)

Classical Bound

Refined Bound

200 400 600 800

Number of Nodes in Graph (n)

0.0

0.5

1.0

1.5

2.0

2.5

3.0

T
ot

al
E

rr
or

B
ou

n
d

(2
δ s

)

G1: Path-3 (k=3, e(F)=2)

Classical Bound

Refined Bound

200 400 600 800

Number of Nodes in Graph (n)

0.0

0.5

1.0

1.5

2.0

2.5

3.0

T
ot

al
E

rr
or

B
ou

n
d

(2
δ s

)

G2: Triangle (k=3, e(F)=3)

Classical Bound

Refined Bound

200 400 600 800

Number of Nodes in Graph (n)

0

1

2

3

4

T
ot

al
E

rr
or

B
ou

n
d

(2
δ s

)

G3: Path-4 (k=4, e(F)=3)

Classical Bound

Refined Bound

200 400 600 800

Number of Nodes in Graph (n)

0

1

2

3

4

T
ot

al
E

rr
or

B
ou

n
d

(2
δ s

)

G4: Claw (k=4, e(F)=3)

Classical Bound

Refined Bound

200 400 600 800

Number of Nodes in Graph (n)

0

1

2

3

4

T
ot

al
E

rr
or

B
ou

n
d

(2
δ s

)

G5: Cycle-4 (k=4, e(F)=4)

Classical Bound

Refined Bound

200 400 600 800

Number of Nodes in Graph (n)

0

1

2

3

4

T
ot

al
E

rr
or

B
ou

n
d

(2
δ s

)

G6: Tailed Triangle (k=4, e(F)=4)

Classical Bound

Refined Bound

200 400 600 800

Number of Nodes in Graph (n)

0

1

2

3

4

T
ot

al
E

rr
or

B
ou

n
d

(2
δ s

)

G7: Diamond (k=4, e(F)=5)

Classical Bound

Refined Bound

200 400 600 800

Number of Nodes in Graph (n)

0

1

2

3

4

T
ot

al
E

rr
or

B
ou

n
d

(2
δ s

)

G8: Clique-4 (k=4, e(F)=6)

Classical Bound

Refined Bound

Comparison of Classical vs. Refined Error Bounds for Various Motifs

Figure 4. Comparison of the total error bounds (2δs) for the classical (solid blue) and novel (dashed orange) approaches. The novel bound
is consistently tighter, with the gap widening for motifs with more vertices (k), confirming its superior O(

√
k) scaling.
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Figure 5. Low-dimensional projection of empirical moment vectors for graphs sampled from 3 graphons at node sizes n ∈
{5, 10, 100, 300} (40 graphs per graphon per size). Spread shrinks and separation sharpens as n grows.
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Figure 6. Effect of the number of clusters on GMAM performance.
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Figure 7. Effect of the number of clusters on MGCL performance.
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Figure 8. Effect of clustering on TFR across different datasets.

(a) IMDB-BINARY

(b) COLLAB

Figure 9. Cluster-specific estimated graphons in the COLLAB and IMDB-BINARY dataset, revealing diverse structures.
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(a) IMDB-BINARY

(b) COLLAB

Figure 10. Cluster-specific estimated graphons in the COLLAB and IMDB-BINARY dataset within each class, revealing diverse structures.
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