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Figure S1. Applica0on of cytofast to flow cytometry data of pa0ent samples 

(A) Heatmap of all 43 CD45+ cell clusters iden<fied independent of disease status on Cytosplore 
clustering. Level of ArcSinh25-transformed expression marker is displayed by a blue-to-red scale. 
Dendrogram on the top represents the hierarchical similarity between the iden<fied clusters and is 
based on hierarchical clustering using Euclidean distance and complete linkage clustering. 

(B) Heatmap of rela<ve abundance (expressed as variance or dispersion from the mean) for each 
cluster iden<fied above in each individual. One row is represen<ng one pa<ent blood sample, 
subsets are displayed per column. A green or a purple square is representa<ve of respec<vely a 
lower or a higher number of cells compared to the average. Dendrogram displayed on the leP is 
based on hierarchical clustering using Euclidean distance and complete linkage clustering. 


